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Homo cdc20 NP 001246
Homo_fzrl NP 001129670
Saccharomyces cdc20 NP 011399
Saccharomyces cdhl NP 011512
Tricoplax cdc20_XP_ 002114324
Tricoplax rap XP 002114232
Acyrthosiphon_fzr ACYPI009652
Bombyx rap BGIBMGA(007924
Apis_fzr XP_003251084
Drosophila rap_FBpp0070655
Drosophila fzr2 FBpp0072055
Danaus_rap_ DPOGS208818-PA
Heliconius rap HMEL015096-RA
Pediculus fzr XP 002425882
Anopheles_rap XP 320924
Nasonia fzr XP 001601463
Daphnia_ fzr EFX80184
Tribolium rap XP 968256
Pediculus cortex XM 002425496
Heliconius_cortex_ HMEL000025
Drosophila cortex FBpp0078949
Acyrthosiphon_cortex XP_ 003244209
Danaus_cortex DP0OGS200358-PA
Anopheles cortex XP 552645
Apis_cortex XP 001122629
Tribolium cortex XP 970475
Nasonia cortex XP 003425331
Drosophila fzy FBpp0080391
Heliconius fzy HMEL017486
Danaus_fzy DPOGS205285-PA
Bombyx fzy BGIBMGA(011028
Anopheles fzy XP 310009

Apis fzy XP 624567
Pediculus fzy XP 002425384
Acyrthosiphon fzy NP 001135925
Daphnia fzy EFX72563
Nasonia fzy NP 001154940
Tribolium fzy XP 969612
Bombyx cortex XP 004921982.1
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Homo fzrl NP 001129670
Saccharomyces cdc20 NP 011399
Saccharomyces cdhl NP 011512
Tricoplax cdc20 XP 002114324
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Drosophila rap FBpp0070655
Drosophila fzr2 FBpp0072055
Danaus_rap DPOGS208818-PA
Heliconius rap HMEL015096-RA
Pediculus fzr XP 002425882
Anopheles rap XP 320924
Nasonia fzr XP 001601463
Daphnia fzr EFX80184
Tribolium rap XP_968256
Pediculus_cortex XM 002425496
Heliconius cortex HMEL000025
Drosophila_ cortex FBpp0078949
Acyrthosiphon cortex XP 003244209
Danaus_cortex DPOGS200358-PA
Anopheles cortex XP_552645
Apis cortex XP 001122629
Tribolium cortex XP_ 970475
Nasonia cortex XP 003425331
Drosophila fzy FBpp0080391
Heliconius fzy HMEL017486
Danaus_fzy DPOGS205285-PA
Bombyx fzy BGIBMGA011028
Anopheles fzy XP 310009
Apis_fzy XP 624567
Pediculus_fzy XP 002425384
Acyrthosiphon fzy NP 001135925
Daphnia_ fzy EFX72563
Nasonia fzy NP 001154940
Tribolium fzy XP_ 969612
Bombyx cortex XP_004921982.1
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-—-FKVAE--V-VHAHEAR-ICCSQLSPDGTTLATVGGDENLKFYKIFDPRCTGR---SRED
--DPIAI--L--KGHSFR-VLHLTLSNDGTTVVSGAGDETLRYWKLEFDKPKAKV---QPNS
——VRVTD--L--YGHTDR-VLYMTLSPDGSTVASAAADETLRFWKCFAVDKKEK-—--VKKT
-—-SKVAE--L--SGHTYR-VLYLSVSPEGESIVTGAGDETLRFWNVFCKPKASK-----—--—
—--SQIAK--L--TGHTFR-VLYLSMSPDGESIVTGAGDETLRFWNIFSKARSHK-———-—-——
--TQVAK--L--TGHSYR-VLYLALSPDGEAIVTGAGDETLRFWNVFSKTPSHK---—-—-—
--TQVAK--L--TGHSYR-VLYLAMSPDGEAIVTGAGDETLRFWNVEFSKARSQK-------—
—--TQVAK--L--TGHSYR-VLYLALSPDGEAIVTGAGDETLRFWNVFSKARSQK-————-——
--KQOMAR--L--SGHTQR-VLHLSVSPDNESIVTGGADETLREFWTVFTKQKISK-—--—-—-—
--TQVAK--L--TGHSYR-VLYLALSPDGEAIVTGAGDETLRFWNVFSKIPSHK-————-——
-—-—-VAK--L--TGHSYR-VLYLALSPDGEAIVTGAGDETLRFWNVFSKTPSHK---—---—
--VQVAK--L--TGHSYR-VLYLAMSPDGESIVTGAGDETLRFWSVFSKARTQK-------—
--TQVAK--L--TGHSYR-VLYLALSPDGEAIVTGAGDETLRFWNVFSKARSQK-————-——
--TQVAK--L--TGHSYR-VLYLAMSPDGEAIVTGAGDETLRFWNVFSKARSQK---—---—
—-—-AQVAQ--L--TGHSYR-VLYLAMSPDGESIVTGAGDETLRFWSVENKTRSQK-———-——
--TQVAK--L--TGHSYR-VLYLALSPDGEAIVTGAGDETLRFWNVFSKARSQK-------—
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--NHVVDVSS--QG-NGY-ITSLLWSPDGEKLGTAGTDETFKIFKFYQSKEEGK---RKKM-K--—--—-——-—-—-———————

MVDQWGE --G--RSGLDR-VRTMIFSPDGTKLATATTDEDLIIWNFLPEDNKMK---KTKC-RS---FS---AL---P——
-—-NRVVD--L--MSHQODRGTLFLMWNPDGTKIATGGLDDTFSLWNFFPTYKREAILRKQEQ-KA---KD

—-DRIVETLS--SSHTDR-GLFFAWSPDGKRIALTSSDESLRIWNFWPTSNVQK---TSNN-CPPHVYT---TN---ATY

VVDOQWGE--G--RSGLDR-VRTMVFSPDGTKLATATSDEDLI IWNFLPEDKIKK---NTNC-KS---FS---AM---P-—
--DRVVDV-M--RNHDDC-IVHLLWSPDGKQLASVGYDETLTIWNFFGTSPTN----—-—-—————-—— EC--

—-DRVVD--MIMVDKDLQ-VNSIMWNPDHTQLAVQYYLEDIFIFDIL---—-——-—-—-———-—-—————————————————————
--DRIEEE-L--HLHDGP-ILYLLWGNKGRNLASASADENLCIWDFFGKMDEQSQ-NGRKK-KE-—-KN---T—---—-—-
—-NRVVDAVP--IQPEHK-MLNIIWGPDHTKLAMH-HRDTLVIWDEFFGNDDKNWS-KYRRT-DR---GKTKTVTGDSS—-—

--VKQAD--L--TGHTSR-VLOMAMSPDGSTVISAGADETLRLWNCFAPDPLASK--KAVS
-—-NRVTD--L--HGHMAR-VLHLAVSPDGTSVLSAGADETLRLWKCFMLDPSKK---KEPT
—--TRVAE--L--SGHVAR-VLHLALSPDGTTVLSAGADETLRLWKCFMLDPTKK-—--KEAT
--SRVAE--L--SGHMAR-VLHLALSPDGTTVLSAGADETLRLWKCFMLDPSKK---KEPT
--MKQVD--L--MGHTGR-VLQIAMSPDGSTVMSAGADETLRLWNCFAPDPLLAK--KEKS
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--TKVAE--L--TGHSSR-VLHLAMSPDGTTILSAGADETLRLWKCFQPDPYKK---KDTN-EI
--NKVTE--L--TGHTAR-VLHLCTSPDGSSVMSAGADETLRLWMCFAPDPNKK---GEKP-QK

—--TKVAE--L--TGHTNR-ILNLAMSPDGSTVLSAGADETLRMWKCFLPDPNKK---KEHE-KR

-—-AKVAE--L--TGHDER-ILHLAMSPGETAVMSAGADETLRLWNCFQTDPNKK---KGTAGRR

—--SKVAE--L--TGHTNR-VLHLAMSPDGTTVLSAGADETLRLWKCFQPDPHKK—---KETT

-EV

--TKVAE--L--TGHTAR-VLHLVMSPDGSTVLSAGADETLRLWKCEVKNSTKT ---KTGV-QT

A A-KSS—--L--IHQGIR
S VL--N--LFTRIR
Gmmmmmm MLGLIGKEGCRTNDKENRSKNSSEIHTRRP--SS--T--SQYLIR
i o e IF--D--AFNQIR
Fm YS--K--LAKVIR
S LL--N--PFPCAR
g KL--N--LFTNIR
S VL--N--LYTALR
S VL--N--LFTSIR
S VL--N--LFANIR
S VL--R--LFKGIR
g VL--N--LYTALR
S VL--N--LYTALR
S VL--N--LFTNIR
S VL--N--LFTNIR
S VL--N--LFTSIR
S VL--N--LFTSLR
S VL--S--LYTGIR
———————————————————————————————————————— NYGSMAFN--E--CHTTVR
,,,,,,,,,,, ECL-----— - - ——————-—-——————————————-DNA--M--LGYSER
__________________________________ KC---------SSL--S--LYKGIR
AVTSAHFAEDGDLSNSNYRL-—-——==———-—— LHNRSSONSQSAMSEL--SFDAARIIK
___________ VYL--—————————————————————————————DQA--T--QGFSLR
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——————————————————————————————————————————————————————— NNFR
___________________________________ P--——-—----TSS--V--LRSTIR
77777777777 GLL----RMADFTNAHSSLADA-RR------—---GKS--L--GYYCIR
Grmm K--QS--V--FRQSIR
g T--KSLLN--MNSLIR
A e A--KSLLN--MNALIR
e A--KSLLN--LNSLIR
Fmm e e K--PS--L--LKQSLR
A e V--AS--R--LKQSIR
A I--SS--I--LKQSIR
S R--PT--M--LGPGLR
g P--RSALD--AMSNFR
S V--AS--R--LKQSIR
S K--PS--I--LKQCIR
___________ Ly,.---------------------—-—-———————-DET--T--YGLSMR

VVDOWGE--E--RSGLDR-IRTMVFSPDGTKLATATADEDLI IWNFLPEDSKRK---KWKC-DR---FW---AL---P-—

Sequences with names highlighted in red were manually adjusted based on BLAST

search results using functionally characterised proteins.

The C-box region is



highlighted in yellow (DR(F/Y)IPXRX[~45-75a.a.] (K/R)XL) and the IR tail in blue,
which mediate binding to the APC/C.



