
eprints@whiterose.ac.uk
https://eprints.whiterose.ac.uk

Universities of Leeds, Sheffield and York

Deposited via The University of Sheffield.

White Rose Research Online URL for this paper:
https://eprints.whiterose.ac.uk/id/eprint/89310/

Version: Supplemental Material

Article:

Schuch, B., Feigenbutz, M., Makino, D.L. et al. (2014) The exosome-binding factors Rrp6 
and Rrp47 form a composite surface for recruiting the Mtr4 helicase. EMBO Journal, 33 
(23). 2829 - 2846. ISSN: 0261-4189

https://doi.org/10.15252/embj.201488757

Reuse 

Items deposited in White Rose Research Online are protected by copyright, with all rights reserved unless 
indicated otherwise. They may be downloaded and/or printed for private study, or other acts as permitted by 
national copyright laws. The publisher or other rights holders may allow further reproduction and re-use of 
the full text version. This is indicated by the licence information on the White Rose Research Online record 
for the item. 

Takedown 

If you consider content in White Rose Research Online to be in breach of UK law, please notify us by 
emailing eprints@whiterose.ac.uk including the URL of the record and the reason for the withdrawal request. 

mailto:eprints@whiterose.ac.uk
https://doi.org/10.15252/embj.201488757
https://eprints.whiterose.ac.uk/id/eprint/89310/
https://eprints.whiterose.ac.uk/


A

B

C

M

116
66

45
35

25
18

14

[kDa]

1.2 1.4 1.6 1.8
0

0.2

0.4

0.6

0.8

1 Rrp6
N
/Rrp47

C

+ Mtr4
N

Rrp6
N

Rrp47
C

M

116
66

45

35

25

18

14

[kDa]

Rrp47
1-133

Rrp6
1-518

-

Trypsin

Rrp6
122-518

Rrp6
1-106

Rrp47
1-103

8
.3

1
1
.4

1
2
.4

6 7 8 9 10 11 12 13 14 Time [min]
0.00

0.50

1.00

x106
Intens.

TIC +, -Constant Bkgrnd

UV
214

 Chromatogram

0.0

0.5

1.0

x104
Intens.

2311.105  M
r +MS, 8.2-8.4min,

-Constant Bkgrnd,

Deconvoluted

2300 2305 2310 2315 2320 Mass [Da]

Mtr4
N

0

2

4

10000 12000 14000 16000

15317.767

Mass [Da]

+MS, 11.2-11.6min,

-Constant Bkgrnd,

Deconvoluted

x104

Rrp47
C

Rrp6
N

0

2

4
12847.320

10000 12000 14000 16000 Mass [Da]

+MS, 12.3-12.6min,

-Constant Bkgrnd,

Deconvoluted

x104

0

0.2

0.4

0.6

0.8

1

Rrp6
N
/Rrp47

C

N.c. Mtr4

N.c. Mtr4 + 

Rrp6
N
/Rrp47

C

M

116
66

45

35

25

18

14

[kDa]

N.c. Mtr4

Rrp6
N

Rrp47
C

21 3

1.0 1.2 1.4 1.6

1 2

3

rel. AU

V
r
 (ml)


