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Figure 1 

A selection from a rank-plot of the 200 most frequently used words in abstracts of production-strain 

proteomics publications, ranked by frequency. Words in blue are higher-ranked in production-strain 

proteomics than in proteomics in general; words in red are lower ranked, words in black have not 

changed relative position. Faded words have changed rank by 5 places or fewer and words in bold-

face are only present in the production-strain list. The solid line indicates the change in rank. This 

figure presents a snapshot of the full list, which is available in the supplementary material. 


