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*ᵠNanoPsiPy PUS1 NanoSPA

* *

NanoPsiPy PUS1ko

74.28%  CDS
0.90%  sORF
0.90%  uORF
2.16%  Intronic
3.24%  Intergenic
18.53%  UTR

57.85%  CDS
0.92%  sORF
2.15%  uORF
9.23%  Intronic
11.08%  Intergenic
18.77%  UTR

NanoSPA
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