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Abstract

Congenital adrenal hyperplasia (CAH) is characterized by impaired adrenal cortisol production. Hydrocortisone (synthetic
cortisol) is the drug-of-choice for cortisol replacement therapy, aiming to mimic physiological cortisol circadian rhythm.
The hypothalamic-pituitary-adrenal (HPA) axis controls cortisol production through the pituitary adrenocorticotropic hor-
mone (ACTH) and feedback mechanisms. The aim of this study was to quantify key mechanisms involved in the HPA
axis activity regulation and their interaction with hydrocortisone therapy. Data from 30 healthy volunteers was leveraged:
Endogenous ACTH and cortisol concentrations without any intervention as well as cortisol concentrations measured
after dexamethasone suppression and single dose administration of (i) 0.5-10 mg hydrocortisone as granules, (ii) 20 mg
hydrocortisone as granules and intravenous bolus. A stepwise model development workflow was used: A newly developed
model for endogenous ACTH and cortisol was merged with a refined hydrocortisone pharmacokinetic model. The joint
model was used to simulate ACTH and cortisol trajectories in CAH patients with varying degrees of enzyme deficiency,
with or without hydrocortisone administration, and healthy individuals. Time-dependent ACTH-driven endogenous corti-
sol production and cortisol-mediated feedback inhibition of ACTH secretion processes were quantified and implemented
in the model. Comparison of simulated ACTH and cortisol trajectories between CAH patients and healthy individuals
showed the importance of administering hydrocortisone before morning ACTH secretion peak time to suppress ACTH
overproduction observed in untreated CAH patients. The developed framework allowed to gain insights on the physiologi-
cal mechanisms of the HPA axis regulation, its perturbations in CAH and interaction with hydrocortisone administration,
paving the way towards cortisol replacement therapy optimization.
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Introduction

Congenital adrenal hyperplasia (CAH) is the most common
inherited endocrine disorder of the adrenal gland resulting
from mutations in the steroid enzyme 21-hydroxylase gene,
leading to a deficiency in the adrenal hormone cortisol [1].
The severity of cortisol deficiency depends on the degree
of enzymatic deficiency [2, 3]: In severe cases, there is no
remaining enzymatic activity, while for intermediate and
mild CAH cases the remaining enzymatic activity is 1-2%
and 20-50% respectively [4-6]. Ultimately, for untreated
severe cases, cortisol deficiency results in death through
adrenal crisis [2, 3].

Cortisol production follows a circadian rhythm driven
by the central clock in the hypothalamus. This process is
mediated by corticotropin-releasing hormone (CRH), which
induces the secretion of adrenocorticotropic hormone
(ACTH) from the pituitary gland. Subsequently, ACTH
stimulates the adrenal gland to produce cortisol. This endo-
crine pathway is often referred to as the hypothalamic-pitu-
itary-adrenal (HPA) axis [7-10]. In the healthy state, the

@ Springer

homeostasis of the cortisol circadian rhythm is maintained
by a cortisol-driven feedback inhibition on CRH and ACTH
secretion [7, 10, 11].

In CAH patients, the lack of cortisol-driven feedback
inhibition results in excess secretion of ACTH and dys-
regulation of adrenal hormone production (Fig. 1). More-
over in CAH, the excess ACTH drives the production of
adrenal cortisol precursors and results in overproduction of
adrenal androgens [2, 3]. The overproduction of androgens
causes virilization of the female infant, premature pseudo
puberty and short stature in children, virilization in women
and infertility in both men and women [2, 3]. Additionally,
in CAH patients, aldosterone production is also deficient
because of the mutations in the steroid enzyme 21-hydroxy-
lase gene (Fig. 1): In severe cases, this can result in fatal
electrolyte imbalances.

Congenital adrenal hyperplasia patients require lifelong
cortisol replacement therapy, with hydrocortisone (syn-
thetic cortisol) being the preferred drug for cortisol replace-
ment [3, 12]. Current cortisol replacement treatment with
immediate-release hydrocortisone in CAH is challenging as
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Fig. 1 Hypothalamic-pituitary-adrenal axis and cortisol related path-
ways (red, green and yellow areas: Mineralocorticoid, androgens and
glucocorticoid pathways, respectively) and their alterations in congen-
ital adrenal hyperplasia with red box: deficient enzyme, red crosses:

it fails to mimic endogenous cortisol circadian rhythm [13]
and ACTH excess still occurs in treated patients, particu-
larly in the early morning. To optimize cortisol replacement
therapy, and the design of hydrocortisone dosing regimens
and formulations, it is essential to quantitatively character-
ize the physiology of the HPA axis and how its components
interact with hydrocortisone therapy.

To date, many efforts have been made to characterize
hydrocortisone pharmacokinetics (PK) in adults and chil-
dren [14-21]. Characterizations of the impact of CAH on
the physiology of the HPA axis have primarily been derived
from animal models [22, 23]. A quantitative framework
incorporating current knowledge on the HPA-cortisol path-
way in healthy adults, its alterations in CAH, and interaction
with hydrocortisone therapy is still missing. To address this
knowledge gap, we postulate that nonlinear mixed-effects
(NLME) modeling can be applied as an approach to incor-
porate different sources of data and variability into one
coherent framework.

The aim of this study was to gain quantitative insights on
the HPA-cortisol pathway in the healthy state, in CAH, and
its perturbation by hydrocortisone administration. Thus, a
quantitative modeling framework incorporating physiologi-
cal processes of the HPA axis and hydrocortisone PK was
developed. Ultimately, to evaluate the impact of CAH and

species with impaired production, green plus: overproduced species.
ACTH: Adrenocorticotropic hormone, CRH: Corticotropic releasing
hormone, 11B-HSD 1: 11p dehydrogenase type 1, 11p-HSD 2: 11B
dehydrogenase type 2

cortisol replacement therapy on the HPA-cortisol produc-
tion pathway, the model should be leveraged to perform
simulations of CAH patients with varying remaining enzy-
matic activity, with and without hydrocortisone administra-
tion, and healthy individuals. In this study, such simulations
were performed as proof of concept.

Methods
ACTH and cortisol clinical trial database

Data from two cross-over phase [ clinical trials
(NCT02777268, NCT01960530) in healthy male adults
approved by the South East Wales Research Ethics commit-
tee were used in this work [24, 25]. The first trial (N=16)
[24] consisted of four periods in a randomized order. The
participants were given multiple dexamethasone (DEX)
doses to suppress endogenous cortisol production, in this
way the effect of exogenous hydrocortisone could be inves-
tigated. Pre-hydrocortisone dosing ACTH and cortisol total
concentrations were measured to ensure that DEX-mediated
suppression was successful. Participants were administered
a single dose of 0.5, 2, 5 and 10 mg hydrocortisone imme-
diate-release granules at 07:00. Total cortisol concentrations

@ Springer
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were measured pre-dose and half hourly up to 8 h and hourly
up to 12 h after hydrocortisone administration. A washout
period of at least one week was realized between each trial
period (Fig. 2).

The second trial (N=14) [25] consisted of a first trial
period in which neither DEX nor hydrocortisone were given
to the participants and endogenous ACTH and endogenous
total cortisol concentrations were measured in the healthy
state every hour over 24 h (from 15:00 to 15:00). Further-
more, endogenous unbound cortisol concentrations were
obtained for the samples collected at 22:00, 07:00 and
09:00. The participants were then given in a randomized
order of three periods: multiple doses of DEX only, or mul-
tiple doses of DEX plus either a single dose of 20 mg hydro-
cortisone as immediate-release granules or as intravenous
(i.v.) bolus. Total cortisol concentrations were measured
pre-dose and at 0.25, 0.5, 0.75, 1, 1.25, 1.5, 2,25, 3,4, 5,
6, 8, 10 and 12 h after period start (07:00). Unbound corti-
sol concentrations were obtained from the samples collected
pre-dose and 2 h post-dose/period start. A washout period
of at least one week was realized between each trial period
(Fig. 2). Further details regarding samples preparation and
bioanalytical quantification methods were previously pub-
lished [20, 26].

Stepwise modeling workflow

Through the development of the endogenous ACTH corti-
sol model, cortisol PK parameters would not be identifiable,
affecting the characterization and quantification of relevant
processes of the HPA axis. Thus, under the assumption that
cortisol and hydrocortisone follow identical PK behavior, a
previously developed hydrocortisone PK model was used

o -

4 (crossover) periods: Period 1:
+ DEX+ 0.5 mg oral HC (granules) .
+ DEX+ 2 mg oral HC (granules)

»+ DEX+ 5 mg oral HC (granules)

+ DEX+ 10 mg oral HC (granules)

No treatment .

as a starting point for the modeling activities [20]. Empiri-
cal Bayes Estimates (EBEs) were extracted from this model
to characterize endogenous cortisol PK in the participants
from the second trial. However, since a misspecification in
the absorption characterization for the 20 mg immediate-
release granules trial period was observed, a refinement
of the absorption model was necessary to obtain unbiased
EBEs. Therefore, the modeling workflow was structured as
follows:

Step 1: Refinement of the absorption characterization in
the previously developed hydrocortisone PK model. All data
from the first trial, as well as DEX only, DEX + hydrocorti-
sone granules and DEX + hydrocortisone i.v. bolus from the
second trial (Fig. 2) were leveraged.

Step 2: Development of a model for endogenous ACTH
and endogenous cortisol (cortisol PK fixed using hydrocor-
tisone PK EBEs obtained from Step 1). Data from the first
period of the second trial (ACTH and cortisol endogenous
concentrations) as well as from the DEX only trial period of
the second trial (Fig. 2) were leveraged.

Step 3: Integration of endogenous ACTH and endogenous
cortisol and hydrocortisone PK models in a joint model.

Step 1: hydrocortisone PK model refinement

The previously developed hydrocortisone PK model was a
two-compartment disposition model that included a satu-
rable absorption process of hydrocortisone, hydrocortisone
binding to corticosteroid binding globulin and albumin and
theory-based allometric scaling for volume and flow param-
eters [20]: Only the absorption process was re-evaluated
and refined in this work. Two alternative more complex
absorption models were evaluated, referred to as ABSI

3 (crossover) periods:

DEX only

+  DEX + 20 mg oral HC (granules)
+ DEX+ 20 mgi.v. bolus HC

Cortisol Cortisol, ACTH (C,, only) Cortisol
Ciot w Ciot (+C) w Ciot (+C) w
a a a
S s S
AR Rk h W]
Y o o M o
22:00 07:00 09:00 11:00 13:00 15:00 17:00 19:00 ‘; Y 07:00 09:00 11:00 13:00 15:00 17:00 19:00 ;’

15:00 21:00 03:00 09:00 15:00 t 22:00

! !

DEX HCDEX DEX

Fig. 2 Schematic representation of the two clinical trial designs.
Orange and cyan arrows: DEX and HC administration time points,
respectively; black and gray arrows: Sampling time points (C,: total
cortisol and ACTH (study 2, period 1)) and (C,,+C,: total and unbound
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cortisol), respectively. *¥ACTH measured in pre-dose samples. ACTH:
Adrenocorticotropic hormone, C,,: Total concentration, C,: Unbound
concentration, DEX: Dexamethasone, HC: Hydrocortisone
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(“split-dose””) model and ABS2 (“estimating number of
transit compartments”) model, respectively. In the ABS1
model, the dose was split into two depot compartments,
one with first-order absorption and one with transit com-
partments for absorption: The use of 2, 3, 4 and 5 transit
compartments was evaluated. The fraction of dose being
absorbed from the first depot compartment was estimated
(FA), while the remaining fraction was absorbed from the
second depot compartment (1-FA). The ABS2 model was a
more commonly used transit compartment absorption model
with estimated number of transit compartments [27]. The
models ABS1 and ABS2 were developed and their perfor-
mance compared. For both models, interindividual variabil-
ity (IIV) models on absorption parameters were evaluated.
Additionally, for the individuals from the first trial, interoc-
casion variability (IOV) models on absorption parameters
were evaluated. Lastly, dose-dependencies on absorption
parameters in both ABS1 and ABS2 models were explored.

Step 2: endogenous ACTH and cortisol model

To characterize ACTH time-dependent pulsatile secretion,
surge functions were used in combination with a baseline
secretion modeled by zero-order secretion plus first-order
elimination. Surge functions (Eq. 1) are characterized by an
amplitude (SA), width (SW), peak time (Pt) and an expo-
nent (n) which dictates the shape of the resulting peak: The
higher the exponent, the flatter the peak. The exponent n can
only assume even positive values: 2, 4, 6 and 8 were evalu-
ated. Pulsatile secretion models with two and three surge
functions were evaluated.

SA
5= (P ) +1 (1)

Interindividual variability was evaluated on all ACTH-
related parameters before including cortisol data. Lastly,
additive, proportional and combined residual unexplained
variability (RUV) models were tested.

Cortisol production rate was assumed to depend exclu-
sively on ACTH concentrations. For the ACTH concentra-
tion to cortisol production rate relationship linear, log-linear,
E,.x and sigmoidal E_,, models were evaluated. For the
quantitative characteristics of the cortisol distribution, pro-
tein binding and elimination processes, hydrocortisone
PK EBEs were extracted from the most appropriate model
from Step | and used as individual cortisol PK param-
eters in the development of the endogenous model. Then,
the implementation of a feedback inhibition from cortisol
unbound concentrations onto ACTH pulsatile secretion was
evaluated using hyperbolic and sigmoidal I,,, models. The

negative feedback was assumed to be able to fully suppress
ACTH pulsatile secretion. Similarly, DEX administra-
tion was implemented by fully suppressing ACTH pulsa-
tile secretion in the trial periods when it was given, with
and without hydrocortisone. Then, IIV was evaluated on
cortisol production-related parameters as well as ACTH
suppression-related parameters. Additive, proportional and
combined RUV models were tested.

To evaluate the effect of body weight and age on all
parameters on which IIV was included, a covariate analy-
sis was performed by stepwise covariate modeling (SCM)
using significance levels of 0.05 for forward inclusion and
0.005 for backward deletion: Linear, power and exponen-
tial relationships between covariates and parameters were
evaluated.

Step 3: joint model parameters re-estimation

The developed endogenous ACTH and cortisol model from
Step 2 and the refined hydrocortisone PK model from Step
1 were integrated into a single joint model. In this last step,
all non-fixed parameters were re-estimated simultaneously.

Model evaluation

Intermediate models from Step 1 and Step 2 were evaluated
based on parameter plausibility and precision, goodness of
fit (GOF) plots and, if nested, compared based on the differ-
ence in objective function value (dOFV): For the compari-
son of the best ABS1 and ABS2 models Akaike information
criterion was used (AIC) instead of OFV, since the models
were not nested. The predictive performance of key inter-
mediate models and the selected models from each step was
also evaluated by visual predictive check (VPC, n=1000).
Additionally, the parameters precision of the selected mod-
els from each step was evaluated using sampling importance
resampling (SIR).

Simulations: CAH patients and healthy individuals

To generate CAH patients with different extents of disease
severity and to compare ACTH and cortisol concentrations
in CAH and healthy state, the developed model from Step 3
was used to simulate (n=1000) ACTH and cortisol concen-
tration trajectories in 70 kg patients of different CAH sever-
ity and healthy individuals. CAH patients were simulated
by assuming no (0% remaining enzymatic activity, severe
CAH) or decreased (20% remaining enzymatic activity,
mild CAH) endogenous cortisol production.

@ Springer
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Table 1 Study participants characteristics for covariate analysis

Covariates Study 1 (n=16) Study 2 (n=13) Total (n=29)

[unit] Median (range)  Median (range) ~ Median
(range)

Body weight  81.5 (64.7-96.0) 83.3 (66.6-102) 81.7

[kg] (64.7-102)

Age [years]  39.0(21.0-59.0) 29.5(22.0-60.0) 38.5
(21.0-60.0)

Simulations: Interaction with hydrocortisone
therapy

The reduction in ACTH overproduction was used as a met-
ric to evaluate optimal hydrocortisone dosing time in CAH
patients with no endogenous cortisol production (severe
CAH patients). In particular, ACTH overproduction was
compared in severe CAH patients without hydrocortisone,
and when 10 mg immediate-release hydrocortisone granules
were given at 05:00 or 07:00.

Software

PsN (Perl Speaks NONMEM) v4.8.1 was used to access
NONMEM v7.4.3 through Pirana v2.9.6 to perform model-
ling and simulation activities, while data management, data
visualization and processing of modeling results were per-
formed using R v4.2.1 with RStudio v2022.07.2 4+ 576.

Results
ACTH and cortisol clinical trial database

One participant from the second trial was excluded from
the analysis as endogenous ACTH suppression was not
sufficient (pre-dose ACTH concentration >20 pg/mL com-
pared to pre-dose ACTH concentration < 5 pg/mL typically
observed in DEX-suppressed individuals [28]). A total
of 1865 total cortisol concentrations from the interven-
tion trial periods (DEX/hydrocortisone administration) as
well as 325 total endogenous cortisol concentrations and

Saturable absorption ABS1 ABS2
Oral Oral Oral
1500+ 1500+ 1500
<
£.1000 & 10001 1000 o
» ool 4
c . 4 5
RS Y 79 > ® %
> 5001 A 5001 o -9 500 o5
§ S, ’ a,'; =5
O - 4 7 ;
0” 0 o
0 500 1000 1500 0 500 1000 1500 0 500 1000 1500
i.v. iv. iv.
2000+ 2000+ 2000
-
2 15001 15001 1500
C
2 e o ¢ s 3 %
§ 10001 . 10001 1000 ;
2 \ : w
8 500{ -3 500 500 g
o § n ®
O & & D
01 ‘ . ' 07 . . ‘ . oY ' ‘ ‘
0 500 1000 1500 2000 0 500 1000 1500 2000 0 500 1000 1500 2000

Population predictions [nmol/L]

Fig. 3 Goodness of fit plots (observations versus population predic-
tions for different hydrocortisone absorption models: Left panels for
the original saturable absorption model [20], middle panels for devel-
oped ABSI1 (“split-dose”) model, right panels for developed ABS2
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(“estimating number of transit compartments”) model. Top panels for
20 mg oral hydrocortisone administration and bottom panels for 20 mg
intravenous (i.v.) bolus hydrocortisone administration
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310 endogenous ACTH concentrations were available for
analysis. The participants” characteristics were comparable
across the two clinical trials (Table 1): The total population
included in this study (n=29) was young to middle-aged
(median (range)) (38.5 years (21.0-60.0)) and normal body
weight (81.7 kg (64.7-102)).

The following Step 1 and Step 2 sections provide an
overview of the model structure and mathematical functions
that best characterized the processes and the data, while
parameters value and their interpretation will be provided
under Step 3 section.

Step 1: hydrocortisone PK model refinement

The ABSI1 (“split-dose”) and ABS2 (“estimating num-
ber of transit compartments”) models were developed and
compared. Both approaches generated conceptually similar
models with plausible parameter estimates and both per-
formed better than the original saturable absorption model
[20], based on GOF plots (Fig. 3). Yet, the ABS2 model
performed better than the ABS1 model (dAIC=-85.8) and
was therefore chosen to proceed to Step 2. For the chosen
ABS2 model, IV was included on bioavailability (F), clear-
ance (CL), central and peripheral volume of distribution (V
and V,, respectively) and number of transit compartments
(N,,) (Table 2; Fig. 4, cyan part). Moreover, IOV and a dose-
dependency were identified on mean transit time (MTT).
Interestingly, both ABS1 and ABS2 models included IIV,
IOV and dose-dependency on the common, or relatable,
structural PK parameters (Table 2 and S1, Eq. S1-S3).

Step 2: endogenous ACTH and cortisol model

ACTH secretion processes and concentration trajectories
were best characterized using two surge functions, captur-
ing the morning peak and midday rise, in combination with a
baseline secretion: The parameters for a third surge function
could not be identified. DEX was assumed to fully suppress
ACTH pulsatile secretion (Inpx=100%). Interindividual
variability was included on the amplitude of the morning
surge (SAl), ACTH elimination rate constant (K, ) and
ACTH baseline (Base) (Fig. 4, red part).

Cortisol individual PK parameters were extracted from
Step 1 and fixed for each individual (input dataset). The
ACTH concentration — cortisol production rate relationship
was best characterized by a sigmoidal E,,, model compared
to linear, log-linear and E . effect models (dOFV=-256,
-209, -260), respectively. The implementation of the nega-
tive feedback loop from unbound cortisol concentrations
onto ACTH pulsatile secretion significantly improved the
model in terms of OFV: A sigmoidal I, model was chosen
as it outperformed the hyperbolic I, model (dOFV=-126).

max

Lastly, ITV was included on ECs,, the ACTH concentration
yielding half-maximum cortisol production.

Following SCM, body weight was found to have an
impact on SA1 (amplitude of the morning surge) and no
other covariates were retained in the model following back-
ward deletion.

Step 3: joint model and parameters re-estimation

Merging the developed endogenous ACTH and corti-
sol models from Step 2 and the refined hydrocortisone
PK model from Step 1 (Fig. 4), revealed that none of the
parameter estimates and precision changed largely follow-
ing parameter re-estimation (Table 2). However, IIV on V,
was removed from the model as it collapsed to 0 following
parameter re-estimation.

For the absorption process of oral hydrocortisone, a
power relationship was identified between MTT and dose
(exponent=0.179), resulting in an MTT=0.57 h for the
lowest 0.5 mg dose and MTT=1.11 h for the highest 20 mg
dose. The increased absorption delay at higher doses can be
explained by the low aqueous solubility of hydrocortisone
(0.35-0.40 mg/mL) [29]. Interindividual variability on F,
CL, Vp and N,, was low to moderate, CV <48.0%, as well
as IOV on MTT, CV =28.6% (Table 2).

For the ACTH-dependent cortisol production rate, a
maximal rate (E,,) of 5440 nmol/h was estimated, while
ACTH concentration yielding half-maximal cortisol pro-
duction rate (ECs,) was 6.63 pmol/L (Fig. 5A): Based on
these findings, the typical healthy individual (70 kg) did
not reach maximal cortisol production rate but remained
below 50% of the maximal production rate, i.e. ~2200
nmol/h (Fig. 5B). Estimated baseline ACTH concentrations
in this context represented the minimum ACTH concentra-
tions reached at night (Base=1.17 pmol/L). Possible full
suppression of ACTH pulsatile secretion by cortisol was
assumed (maximum inhibition (I, ) fixed to 99.9%), while
the unbound cortisol concentration yielding half-maximal
ACTH suppression was estimated to 4.60 nmol/L (~160
nmol/L total cortisol): The estimated values of IC5,=160
nmol/L and yI=5.33, implied that the pulsatile secretion of
ACTH was almost fully suppressed throughout the entire
daytime (~05:00-19:00) (Fig. 5C-D) as cortisol concentra-
tions were higher than ICs, during the day. Interindividual
variability on SA1, K, ECs, and Base was moderate to
high, CV <53.6%. Additionally, a high correlation between
ACTH baseline and ECs, was found and implemented as
an off-diagonal element in the IIV matrix (estimated cor-
relation=95.0%) (Table 2). The power relationship identi-
fied between body weight and SA1 explained 58.6% of the
IIV on SA1: The estimated exponent was 6.53, resulting in
SA1=1300 pmol/h for a 70 kg individual and SA1=6708
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Table 2 Model parameters for ACTH and cortisol (pharmaco)kinetics after each step of the modeling workflow

Parameter [unit]

Parameter estimates

SIR 95%CI

Hydrocortisone

Endogenous model

Final joint model

Final joint model

PK model (Step 2) (Step 3) (Step 3)
(Step 1, ABS2)
ACTH secretion and elimination
SA1 [pmol/h] (70 kg) - 1160 1300 814-2582
Power BW-SA 1} - 6.27 6.53 4.80-8.28
SW1 [h] - 0.659 0.606 0.559-0.651
Pt1 [hh: mm)] - 06:24 06:18 06:06-06:24
SA2 [pmol/h] - 42.1 50.0 31.7-88.4
SW2 [h] - 2.74 2.33 1.98-2.66
Pt2 [hh: mm] - 11:36 11:48 11:18-12:06
n - 4* 4* -
Kou [1/h] - 0.698 0.613 0.434-0.819
Base [pmol/L] - 1.17 1.29 1.14-1.45
Ipex (%) - 100* 100* -
ACTH-dependent cortisol production
ECj, [pmol/L] - 8.85 6.63 5.74-7.94
E,.x [nmol/h] - 7880 5400 4466-6605
vE - 2.61 2.94 2.74-3.17
Cortisol-dependent ACTH suppression
ICs( [nmol/L] - 4.70 4.60 4.22-5.06
Lax (%) - 99.9% 99.9%* -
vI - 4.62 5.33 4.79-5.95
Hydrocortisone/Cortisol pharmacokinetics
K, [1/h] 13.6 - 24.0 10.4-120
MTT [h] (5 mg dose) 0.787 - 0.868 0.817-0.925
Power Dose-MTT# 0.206 - 0.179 0.133-0.219
Ni 2.13 - 2.12 1.76-2.43
F 0.302 0.302* 0.344 0.298-0.379
CL [L/h] (70 kg) ¥ 107 107* 106 98.1-113
V¢ [L] (70 kg) ¥ 2.03 2.03% 2.15 1.85-2.44
Q [L/h] (70 kg) ¥ 83.2 83.2% 89.9 75.4-104
V, [L] (70 kg) # 54.6 54.6% 61.7 54.9-66.9
NS 4.15% 4.15* 4.15* -
K, [nmol/L] 9.71% 9.71% 9.71% -
Interindividual variability, CV (%)
o SAl - 39.9 449 31.0-71.7
o Ky - 52.8 53.7 40.0-87.1
® Base - 24.6 24.6 19.1-32.9
o ECs, - 26.5 27.6 22.0-38.4
Covariance Base-ECy, - - 0.0686 0.0384-0.116

918

¥78-608:1S (207) SoIWeukpodewieyd pue soauyodewieyd Jo [eusnor



138unrdg @

Table 2 (continued)

Parameter [unit] Parameter estimates SIR 95%CI
Hydrocortisone Endogenous model Final joint model Final joint model
PK model (Step 2) (Step 3) (Step 3)
(Step 1, ABS2)

o N, 63.7 - 43.0 31.7-63.8

oF 52.1 - 48.0 37.4-62.3

o CL 20.9 - 11.4 8.25-15.7

oV, 18.3 - - -

oV, 14.6 - 12.2 9.62-17.3

Interoccasion variability, CV (%)

o MTT 324 - 28.6 24.4-33.8

Residual variability, CV (%)

6 ACTH,,,, - 529 53.7 51.5-55.2

o Cortisol .. 31.9 51.5 39.5 38.9-40.1

* Fixed parameters
! Implemented as power covariate model
i Theory-based allometric scaling (exponent=0.75 for flows and = 1 for volumes)

ACTH: Adrenocorticotropic hormone, ALB: Albumin, Base: ACTH baseline concentration, B,,.: Maximum binding capacity of CBG, CBG: Corticosteroid binding globulin, BW: Body

weight, CL: Clearance, Cortisol,: Bound cortisol, Cortisol: Unbound cortisol, DEX: Dexamethasone, EC5,: ACTH concentration yielding half-maximum cortisol production, E,_,.: Maximum

‘max*
cortisol production rate constant, F: Bioavailability, yE: Hill factor for cortisol production, yI: Hill factor for ACTH suppression, K,: Absorption rate constant, K, scry: ACTH baseline secre-
tion rate constant, K4: Dissociation constant cortisol-CBG, K, acty: ACTH elimination rate constant, K, : Transit rate constant, ICs,: Unbound cortisol concentration yielding half-maximum
ACTH suppression, Iypx: Dexamethasone-driven ACTH suppression, 1 ,.: Maximum ACTH suppression by unbound cortisol, MTT: Mean transit time of oral hydrocortisone, n: Surge func-
tions exponent, N,.: Number of transit compartments for oral hydrocortisone absorption, NS: Nonspecific binding cortisol-albumin, Ptl: Peak time morning surge, Pt2: Peak time midday surge,
Q: Intercompartmental flow, SA1: Amplitude morning surge, SA2: Amplitude midday surge, SW1: Width morning surge, SW2: Width midday surge, T,: nth transit compartment, V,: Central
volume of distribution, V,;: Peripheral volume of distribution
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Fig.4 Jointhydrocortisone (cyan part) and endogenous ACTH (red part)
and cortisol (blue part) model structure. Ky scry=Base*K,y actns
K,=(N,+1)/MTT. ACTH: Adrenocorticotropic hormone, ALB: Albu-
min, Base: ACTH baseline concentration, B ,,: Maximum binding
capacity of CBG, CBG: Corticosteroid binding globulin, CL: Clear-
ance, Cortisol,: Bound cortisol, Cortisol,: Unbound cortisol, DEX:
Dexamethasone, EC5,: ACTH concentration yielding half-maximum

cortisol production, E,,.: Maximum cortisol production rate constant,

F: Bioavailability, YE: Hill factor for cortisol production, yI: Hill factor
for ACTH suppression, K,: Absorption rate constant, K;;, ,cty: ACTH
baseline secretion rate constant, K,: Dissociation constant cortisol-

pmol/h for a 90 kg individual. However, as in healthy indi-
viduals the pulsatile secretion of ACTH was suppressed
before reaching the secretion rate peak, this large difference
in ACTH secretion rate peak only translated into smaller
differences in ACTH peak concentrations (Fig. S1).

The parameters precision of the joint model evaluated
by SIR was considered adequate (RSE<44.6%) except
for K, (RSE>50.0%), for which the upper confidence
interval limit was large (Table 2). However, given that K,
was fast (K,=24 h™!), larger values would not impact the
model predictions and therefore considered acceptable (Fig.
S2). GOF plots and VPCs showed no model misspecifica-
tions and accurate predictive performance (Fig. S3 and S4
respectively).

@ Springer

CBG, K¢ actr: ACTH elimination rate constant, K,: Transit rate con-
stant, IC5): Unbound cortisol concentration yielding half-maximum
ACTH suppression, Ippy: Dexamethasone-driven ACTH suppression,
I ax: Maximum ACTH suppression by unbound cortisol, MTT: Mean

max*

transit time of oral hydrocortisone, N,: Number of transit compart-
ments for oral hydrocortisone absorption, NS: Nonspecific binding
cortisol-albumin, Ptl: Peak time morning surge, Pt2: Peak time mid-
day surge, Q: Intercompartmental flow, SA1l: Amplitude morning
surge, SA2: Amplitude midday surge, SW1: Width morning surge,
SW2: Width midday surge, Tn: nth transit compartment, V_: Central
volume of distribution, V,,: Peripheral volume of distribution

Simulations: CAH patients and healthy individuals

Simulated patients with mild CAH showed cortisol con-
centration trajectories throughout the day comparable to
the ones observed in simulated healthy individuals (Fig. 6,
top). Yet, ACTH morning peak concentrations were around
10-fold higher compared to simulated healthy individuals
(Fig. 6, bottom). By contrast, in patients with severe CAH,
total cortisol concentrations were negligible as expected,
and ACTH morning peak concentrations were around 100-
fold higher compared to simulated healthy individuals
(Fig. 6, bottom).

Simulations: interaction with hydrocortisone
therapy

To compare ACTH overproduction in adult patients
with severe CAH, untreated or with hydrocortisone
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Fig.5 Simulations of 70 kg A B
healthy individuals (n=1000)
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Fig.6 Simulations of 70 kg healthy individuals and CAH
patients with mild and severe disease (expressed as dif-
ferent enzymatic activity (E,,)) (n=1000). Top panel:
Cortisol concentrations comparison between healthy state
and in CAH patients. Bottom panel: Resulting ACTH
concentration time profiles under those conditions; y-axis
on log-scale. ACTH: Adrenocorticotropic hormone, ECs:
ACTH concentration yielding half-maximum cortisol
production, E_,.: Maximum cortisol production rate
constant, ICs,: Total cortisol concentration yielding half-
maximum ACTH suppression
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immediate-release granules administration (10 mg at 05:00
or 07:00), and ACTH secretion in healthy individuals, the
developed model was leveraged performing stochastic sim-
ulations (n=1000). In patients with severe CAH, no cortisol
production was present (Fig. 7, top), therefore no feedback
inhibition on ACTH pulsatile secretion was present until
and if hydrocortisone was administered (Fig. 7, bottom).
Simulated untreated severe CAH patients were found to
have around 100-fold higher ACTH morning peak concen-
trations compared to simulated healthy individuals (Fig. 7,
bottom). Similarly, when hydrocortisone was administered
too late (i.e. after the ACTH secretion peak time of healthy
individuals e.g., at 07:00), ACTH concentration trajectories
were similar to the ones in untreated CAH patients (Fig. 7,
bottom). However, when hydrocortisone was administered
earlier before ACTH peak time at 05:00, the ACTH con-
centration trajectories were more similar to those in healthy
individuals (Fig. 7, bottom). Thus, highlighting the need for
dosing hydrocortisone in a timely manner to achieve corti-
sol concentrations higher than ICs earlier than ACTH peak
time secretion to avoid ACTH overproduction: The dos-
ing time of immediate-release hydrocortisone formulations
(i.e., not too late) is key in regulating ACTH secretion and
must be considered when designing dosing regimens.

Fig. 7 Simulations of 70 kg healthy individuals and
severe CAH patients (E,,,=0%) (n=1000). Top panel:
Cortisol concentrations comparison between healthy state
and in CAH with and without HC administration. Bottom
panel: Resulting ACTH concentration time profiles under
those conditions; y-axis on log-scale. ACTH: Adrenocor-
ticotropic hormone, CAH: Congenital adrenal hyperpla-
sia, EC5y: ACTH concentration yielding half-maximum
cortisol production, E_,.: Maximum cortisol production
rate constant, HC: Hydrocortisone, ICs: Total cortisol

[e]
o
o

[22]
o
o

B
o
o

N
o
o

CAH: == Untreated

concentration yielding half-maximum ACTH suppression

o

Discussion

In this work, ACTH and cortisol trajectories of CAH patients
with different remaining enzymatic activity were success-
fully generated and the importance of hydrocortisone dos-
ing time to improve cortisol replacement therapy in CAH
patients was shown by leveraging the developed quantita-
tive framework that integrated physiological processes and
interaction of the HPA axis and hydrocortisone PK.

The obtained hydrocortisone PK modeling results
showed delayed absorption of hydrocortisone when higher
doses were given, in particular the MTT was 2-fold higher
with 20 mg dose compared to 0.5 mg dose. The identified
dose-dependent delay in absorption is most likely attribut-
able to hydrocortisone low aqueous solubility [29]. Regard-
ing endogenous ACTH and cortisol modelling results, it
appeared that 70 kg healthy individuals did not reach maxi-
mal cortisol production rate: The quantification of ACTH-
dependent cortisol production could help refining and
evaluating the results of ACTH stimulation test, a frequently
used test to diagnose adrenal insufficiency [30]. Following
cortisol production, the subsequent feedback inhibition from
cortisol on ACTH pulsatile secretion was quantified: ACTH
pulsatile secretion was found to be mostly fully suppressed
during daytime, highlighting the fast action and fine regula-
tion of the feedback inhibition mechanisms of the HPA axis.
Moreover, in individuals with larger body weight ACTH
peak secretion rate was found to be higher, in fact a strong
covariate relationship was identified between SA1 and body

10 mg HC == 05:00 == (07:00 "

Healthy

Cortisol concentration [nmol/L]

ACTH concentration [pmol/L]
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weight (power relationship, exponent=6.53): While this
finding was not supported by the literature, we hypothesize
it might be a surrogate for differences in ACTH volume of
distribution (Fig. S1).

The simulation results showed the capability of the model
to simulate CAH patients with different degrees of disease
severity. In fact, the results obtained provided a qualita-
tive, yet with quantitative characteristics, agreement with
reported clinical phenotype of CAH patients: Patients with
mild CAH have been often reported to be asymptomatic (cor-
tisol concentrations following similar trajectories through-
out the day) or with signs of androgen excess (increased
ACTH, around 10-fold higher morning peak), while for
patients with severe CAH excess androgen production was
even more pronounced (increased ACTH, around 100-fold
higher morning peak) [4, 6, 31, 32]. Additionally, the impor-
tance of hydrocortisone dosing time in cortisol replacement
therapy was shown: The goal of replacement therapy is to
mimic endogenous cortisol circadian rhythm; however, it is
essential to consider the impact of therapy on the whole HPA
axis dynamics and activity. In fact, from the simulations
performed in patients with severe CAH when 10 mg hydro-
cortisone were given at 05:00 or 07:00, in both cases corti-
sol concentrations approximated reasonably morning peak
cortisol concentrations observed in healthy individuals. Yet,
in the studied context only the 05:00 dose achieved cortisol
concentrations higher than ICy, before ACTH secretion rate
peak, and thus reduced ACTH overproduction compared to
what was observed in untreated severe CAH patients. This
insight highlights the need for dosing hydrocortisone prior
to ACTH secretion rate peak time to prevent ACTH, and
consequently androgens, overproduction. In this context,
the use of modified-release formulations of hydrocortisone
should aid the control of the HPA-cortisol pathway in CAH
as they better mimic the overnight rise in cortisol compared
to immediate-release formulations [33].

This work focused on characterizing the circadian pat-
tern of the HPA axis and cortisol production pathway. How-
ever, an ultradian rhythm has been identified, characterized
by a more rapid pulsatile glucocorticoid secretion occur-
ring on top of the circadian rhythm [34-37]. A theoretical
mathematical model was proposed by Walker et al. in 2010
in which they showed the ultradian behavior could arise
by using feed-forward and feedback mechanisms, inde-
pendently of a supra-pituitary clock [38]. Yet, integrating
such behavior in our modeling framework would require
much denser sampling than hourly to estimate parameters.
In future, a combination of NLME and fully mechanistic
modeling approaches might allow to characterize the inter-
play between circadian and ultradian rhythm. Furthermore,
an NLME model for CAH pediatric patients, that included
17-hydroxyprogesterone and androstenedione besides

cortisol, was developed by Al-Kofahi et al. in 2021 [39].
However, due to the lack of ACTH measurements, a dual-
cosine function was used to characterize circadian fluc-
tuations resulting in reduced physiologically interpretable
parameters compared to using surge functions. Similarly, an
NLME model for CAH pediatric patients that also included
17-hydroxyprogesterone was developed by Melin et al. in
2020 [40]: Circadian fluctuations in 17- hydroxyproges-
terone concentrations were characterized using the sum of
two cosine functions. Surge functions were also utilized by
Lonnebo et al. in 2007 to characterize the circadian rhythm
of ACTH [41]. Yet, the goal of the study was to character-
ize ACTH suppression by budesonide and identifying cor-
tisol-related ACTH suppression was not possible. Lastly,
a mechanistic disposition model for cortisol that included
distribution of cortisol in the extravascular compartment
was presented by Dorin et al. in 2022 [42]: This process is
comparably accounted for in our framework by the pres-
ence of a peripheral compartment for cortisol. Additionally,
the reported elimination rate constant for unbound cortisol
(53.4 h™") is well in accordance with our estimated value
(49.3h7 1.

Some key assumptions were made during model
development. Firstly, cortisol production was assumed
to be solely dependent on ACTH concentrations, while
it is known it could also be produced from cortisone
[43]: This could have led to slightly underestimated CL
or overestimated cortisol production parameters (ECs,
Eax)- In addition, it was assumed that unbound corti-
sol had the potential to fully suppress ACTH pulsatile
secretion by fixing I, to 99.9%. While the estimation of
Iax led to unstable or unidentifiable models, this implied
that the feedback inhibition was solely dependent on,
or dominated by, unbound cortisol concentrations. This
assumption overlooked the known contributions of
other glucocorticoids to the feedback mechanism [44,
45]. Nonetheless, given that the concentrations of other
glucocorticoids were expected to correlate with cor-
tisol concentrations, using solely cortisol was consid-
ered a reasonable approximation. Moreover, during the
simulations step with hydrocortisone administration,
CAH patients were assumed to not produce any cortisol
(E,ax=0), although CAH patients can produce low levels
of cortisol depending on the severity of the gene muta-
tion. As the framework was shown to have the potential to
simulate patients with different degrees of CAH severity,
different combinations of patients and dosing regimens
shall be further evaluated in detail. Lastly, we emphasize
that only data from a small population (N=13) of healthy
participants were used to develop the endogenous ACTH
and cortisol submodel. Thus, parameters such as IIV on

@ Springer



822

Journal of Pharmacokinetics and Pharmacodynamics (2024) 51:809-824

ACTH secretion peak time could not be estimated despite
their physiological plausibility.

The framework has the potential to be further
extended: Firstly, the model could be scaled to pediat-
ric patients as they represent the main target population
for cortisol replacement therapy with hydrocortisone [14,
18, 20, 46]. However, a quantification of ACTH secre-
tion and consequent cortisol production in children will
be needed to develop a pediatric model. Then, biomark-
ers from the pathway should be included in the model
[47] to improve therapy monitoring and the evaluation
of the effect of cortisol replacement therapy on the whole
pathway respectively.

The simulation step served as proof of concept to dem-
onstrate how the developed framework can be applied to
evaluate patients with different degrees of disease severity
and to optimize hydrocortisone dosing regimens in corti-
sol replacement therapy. In the future, simulated ACTH
and cortisol concentrations in virtual CAH patients will
be validated using real-world patient data when such
will become available. The performed simulations will
require further work and exploration of different scenar-
ios to produce new dosing regimens recommendation for
different patients.

Conclusions

A quantitative modeling framework was developed inte-
grating and characterizing physiological mechanisms of
the HPA axis and cortisol production pathway, as well as
hydrocortisone PK. The framework allowed to evaluate
the impact of CAH on the HPA axis regulation, plus the
additional impact of hydrocortisone administration. The
presented model applications, together with the inclusion
of further hydrocortisone formulations will allow signifi-
cant steps forward in CAH therapy individualization and
optimization.

Supplementary Information The online  version  contains
supplementary material available at https://doi.org/10.1007/s10928-
024-09934-7.

Acknowledgements The authors acknowledge the High-Perfor-
mance Computing Service at Freie Universitaet Berlin (https://
www.fu-berlin.de/sites/high-performance-computing) for provid-
ing high-performance computing capacities enabling our modeling
and simulation activities.

Author contributions D.B. wrote the manuscript, D.B., R.M., C.K.,
M.J.W., R.R. designed research, D.B., R.M., C.K., performed re-
search, D.B., R.M. analyzed data, R.R. and M.J.W. provided the
data and contributed to conduct of the study, and all authors con-
tributed to discussion of results and reviewed the manuscript.

@ Springer

Funding The data used in this work were generated under a coop-
eration agreement between Freie Universitaet Berlin and Diurnal
funded by the European Commission FP7 grant (N. 281654 TAIN).
Open Access funding enabled and organized by Projekt DEAL.

Data availability The datasets analysed in this study can be shared
upon reasonable request.

Declarations

Conflict of interest D.B., RM., L.A. and M.J.W. have no conflict of in-
terest. U.N. received a consultant and presentation fee from Diurnal Ltd.,
0O.B. received a presentation fee from Diurnal Ltd., R.R. is a consultant
to Neurocrine (Diurnal Ltd.). C.K. and W.H. report grants from an indus-
try consortium (AbbVie Deutschland GmbH & Co. K.G., Astra Zeneca,
Boehringer Ingelheim Pharma GmbH & Co. K.G., F. Hoffmann-La Roche
Ltd., Merck KGaA, Novo Nordisk, and Sanofi) for the PharMetrX PhD
program. C.K. reports an additional grant from the Innovative Medicines
Initiative-Joint Undertaking (‘DDMoRe’), grants from the Federal Min-
istry of Education and Research within the Joint Programming Initiative
on Antimicrobial Resistance Initiative (JPIAMR) and from the Euro-
pean Commission within in the Horizon 2020 framework programme
(“FAIR”), all outside the submitted work.

Open Access This article is licensed under a Creative Commons
Attribution 4.0 International License, which permits use, sharing,
adaptation, distribution and reproduction in any medium or format,
as long as you give appropriate credit to the original author(s) and the
source, provide a link to the Creative Commons licence, and indicate
if changes were made. The images or other third party material in this
article are included in the article’s Creative Commons licence, unless
indicated otherwise in a credit line to the material. If material is not
included in the article’s Creative Commons licence and your intended
use is not permitted by statutory regulation or exceeds the permitted
use, you will need to obtain permission directly from the copyright
holder. To view a copy of this licence, visit http://creativecommons.
org/licenses/by/4.0/.

References

1.  Pang S, Wallace MA, Hofman L et al (1988) Worldwide experi-
ence in newborn screening for classical congenital adrenal hyper-
plasia due to 21-hydroxylase deficiency. Pediatrics 81:866—874.
https://doi.org/10.1016/s0022-5347(17)42164-1

2. Merke DP, Bornstein SR (2005) Congenital adrenal hyper-
plasia.  Lancet  365:2125-2136.  https://doi.org/10.1016/
S0140-6736(05)66736-0

3. van der Grinten HLC, Speiser PW, Faisal Ahmed S et al (2022)
Congenital adrenal hyperplasia-current insights in Pathophysi-
ology, Diagnostics, and management. Endocr Rev 43:91-159.
https://doi.org/10.1210/ENDREV/BNABO016

4. Pignatelli D, Carvalho BL, Palmeiro A et al (2019) The complexi-
ties in genotyping of congenital adrenal hyperplasia: 21-Hydrox-
ylase Deficiency. Front Endocrinol (Lausanne) 10:432. https://
doi.org/10.3389/FENDO.2019.00432

5. New MI, Abraham M, Gonzalez B et al (2013) Genotype-pheno-
type correlation in 1,507 families with congenital adrenal hyper-
plasia owing to 21-hydroxylase deficiency. Proc Natl Acad Sci U
S A 110:2611-2616. https://doi.org/10.1073/PNAS.1300057110/
SUPPL_FILE/PNAS.201300057S1.PDF

6.  White PC, Tusie-Luna M, -T, New MI, Speiser PW (1994) Muta-
tions in steroid 21-hydroxylase (CYP21). Hum Mutat 3:373-378.
https://doi.org/10.1002/HUMU. 1380030408


http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
https://doi.org/10.1016/s0022-5347(17)42164-1
https://doi.org/10.1016/S0140-6736(05)66736-0
https://doi.org/10.1016/S0140-6736(05)66736-0
https://doi.org/10.1210/ENDREV/BNAB016
https://doi.org/10.3389/FENDO.2019.00432
https://doi.org/10.3389/FENDO.2019.00432
https://doi.org/10.1073/PNAS.1300057110/SUPPL_FILE/PNAS.201300057SI.PDF
https://doi.org/10.1073/PNAS.1300057110/SUPPL_FILE/PNAS.201300057SI.PDF
https://doi.org/10.1002/HUMU.1380030408
https://doi.org/10.1007/s10928-024-09934-7
https://doi.org/10.1007/s10928-024-09934-7
https://www.fu-berlin.de/sites/high-performance-computing
https://www.fu-berlin.de/sites/high-performance-computing

Journal of Pharmacokinetics and Pharmacodynamics (2024) 51:809-824

823

10.

11.

12.

13.

14.

15.

16.

17.

18.

19.

20.

21.

22.

Kater CE, Giorgi RB, Costa-Barbosa FA (2022) Classic and current
concepts in adrenal steroidogenesis: a reappraisal. Arch Endocri-
nol Metab 66:77. https://doi.org/10.20945/2359-3997000000438
Bornstein SR, Chrousos GP (1999) Clinical review 104: Adre-
nocorticotropin (ACTH)- and non-ACTH-mediated regulation of
the adrenal cortex: neural and immune inputs. J Clin Endocrinol
Metab 84:1729-1736. https://doi.org/10.1210/JCEM.84.5.5631
Smith MA, Kling MA, Whitfield HJ et al (1989) Corticotropin-
releasing hormone: from endocrinology to psychobiology. Horm
Res 31:66-71. https://doi.org/10.1159/000181089

Spiga F, Walker JJ, Terry JR, Lightman SL (2014) HPA axis-
rhythms. Compr Physiol 4:1273-1298. https://doi.org/10.1002/
CPHY.C140003

Nicolaides NC, Charmandari E, Chrousos GP, Kino T (2014)
Circadian endocrine rhythms: the hypothalamic-pituitary-adrenal
axis and its actions. Ann N Y Acad Sci 1318:71-80. https://doi.
org/10.1111/NYAS. 12464

Speiser PW, Arlt W, Auchus RJ et al (2018) Congenital adre-
nal Hyperplasia due to Steroid 21-Hydroxylase Deficiency: an
endocrine Society Clinical Practice Guideline. J Clin Endocrinol
Metab 103:4043-4088. https://doi.org/10.1210/JC.2018-01865
Mah PM, Jenkins RC, Rostami-Hodjegan A et al (2004)
Weight-related dosing, timing and monitoring hydrocor-
tisone replacement therapy in patients with adrenal insuf-
ficiency. Clin Endocrinol (Oxf) 61:367-375. https://doi.
org/10.1111/J.1365-2265.2004.02106.X

Michelet R, Melin J, Parra-Guillen ZP et al (2020) Paediatric
population pharmacokinetic modelling to assess hydrocortisone
replacement dosing regimens in young children. Eur J Endocrinol
183:357-368. https://doi.org/10.1530/EJE-20-0231

Stachanow V, Neumann U, Blankenstein O et al (2022) Explor-
ing dried blood spot cortisol concentrations as an Alterna-
tive for Monitoring Pediatric adrenal insufficiency patients: a
model-based analysis. Front Pharmacol 13:819590. https://doi.
org/10.3389/FPHAR.2022.819590/FULL

Janmahasatian S, Duffull SB, Ash S et al (2012) Quantification of
LeanBodyweight. Clinical Pharmacokinetics 200544:1044:1051—
1065. https://doi.org/10.2165/00003088-200544100-00004
Rozenveld E, Punt N, van Faassen M et al (2022) Pharmacoki-
netic modeling of hydrocortisone by including protein binding to
corticosteroid-binding globulin. https://doi.org/10.3390/PHAR-
MACEUTICS14061161. Pharmaceutics 14:

Bonner JJ, Burt H, Johnson TN et al (2021) Development and
verification of an endogenous PBPK model to inform hydro-
cortisone replacement dosing in children and adults with corti-
sol deficiency. Eur J Pharm Sci 165. https://doi.org/10.1016/J.
EJPS.2021.105913

Melin J, Hartung N, Parra-Guillen ZP et al (2019) The circadian
rhythm of corticosteroid-binding globulin has little impact on
cortisol exposure after hydrocortisone dosing. Clin Endocrinol
(Oxf) 91:33-40. https://doi.org/10.1111/CEN.13969

Melin J, Parra-Guillen ZP, Hartung N et al (2018) Predicting Cor-
tisol exposure from Paediatric Hydrocortisone Formulation using
a semi-mechanistic pharmacokinetic model established in healthy
adults. Clin Pharmacokinet 57:515-527. https://doi.org/10.1007/
S40262-017-0575-8

Stachanow V, Neumann U, Blankenstein O et al (2023) Model-
informed Target Morning 17a-Hydroxyprogesterone concen-
trations in dried blood spots for Pediatric congenital adrenal
hyperplasia patients. Pharmaceuticals 16:464. https://doi.
org/10.3390/PH16030464/S1

Miiller M, Pefia A, dela, Derendorf H (2004) Issues in Pharmaco-
kinetics and Pharmacodynamics of Anti-infective agents: distri-
bution in tissue. Antimicrob Agents Chemother 48:1441. https://
doi.org/10.1128/AAC.48.5.1441-1453.2004

23.

24.

25.

26.

27.

28.

29.

30.

31

32.

33.

34.

35.

36.

37.

38.

39.

Mullins LJ, Peter A, Wrobel N et al (2009) Cyp11b1 null mouse, a
model of congenital adrenal hyperplasia. J Biol Chem 284:3925—
3934, https://doi.org/10.1074/JBC.M805081200

Study Record | ClinicalTrials.gov https://clinicaltrials.gov/study/
NCT02777268. Accessed 25 Sep 2023

An Investigational Study of Hydrocortisone - Full Text View -
ClinicalTrials.gov. https://classic.clinicaltrials.gov/ct2/show/
NCT01960530. Accessed 25 Sep 2023

Debono M, Harrison RF, Whitaker MJ et al (2016) Salivary corti-
sone reflects cortisol exposure under physiological conditions and
after hydrocortisone. J Clin Endocrinol Metab 101:1469-1477.
https://doi.org/10.1210/JC.2015-3694

Savic RM, Jonker DM, Kerbusch T, Karlsson MO (2007) Imple-
mentation of a transit compartment model for describing drug
absorption in pharmacokinetic studies. J Pharmacokinet Pharma-
codyn 34:711-726. https://doi.org/10.1007/S10928-007-9066-0
Pasquali R, Ambrosi B, Armanini D et al (2002) Cortisol and
ACTH response to oral dexamethasone in obesity and effects of
Sex, Body Fat Distribution, and dexamethasone concentrations:
a dose-response study. J Clin Endocrinol Metab 87:166-175.
https://doi.org/10.1210/JCEM.87.1.8158

Wollmer E, Karkossa F, Freerks L et al (2020) A Biopredic-
tive in Vitro Approach for assessing compatibility of a Novel
Pediatric Hydrocortisone Drug Product within Common Pedi-
atric Dosing vehicles. Pharm Res 37. https://doi.org/10.1007/
S11095-020-02912-X

Ospina NS, Nofal A, Al, Bancos I et al (2016) ACTH Stimulation
tests for the diagnosis of adrenal insufficiency: systematic review
and Meta-analysis. J Clin Endocrinol Metab 101:427-434.
https://doi.org/10.1210/JC.2015-1700

Tusie-Luna MT, Traktman P, White PC (1990) Determination
of functional effects of mutations in the steroid 21-hydroxy-
lase gene (CYP21) using recombinant vaccinia virus. J
Biol Chem  265:20916-20922.  https://doi.org/10.1016/
S0021-9258(17)45304-X

Helmberg A, Tusie-Luna MT, Tabarelli M et al (1992) R339H
and P453S: CYP21 mutations associated with nonclassic steroid
21-hydroxylase deficiency that are not apparent gene conver-
sions. Mol Endocrinol 6:1318-1322. https://doi.org/10.1210/
MEND.6.8.1406709

Merke DP, Mallappa A, Arlt W et al (2021) Modified-release
hydrocortisone in congenital adrenal Hyperplasia. J Clin Endocri-
nol Metab 106:E2063—-E2077. https://doi.org/10.1210/CLINEM/
DGABO51

Veldhuis JD, Iranmanesh A, Lizarralde G, Johnson ML (1989)
Amplitude modulation of a burstlike mode of cortisol secretion
subserves the circadian glucocorticoid rhythm. Am J Physiol 257.
https://doi.org/10.1152/AJPENDO.1989.257.1.E6

Kalafatakis K, Russell GM, Lightman SL (2019) MECHANISMS
IN ENDOCRINOLOGY: does circadian and ultradian glucocor-
ticoid exposure affect the brain? Eur J Endocrinol 180:R73-R89.
https://doi.org/10.1530/EJE-18-0853

Flynn BP, Conway-Campbell BL, Lightman SL (2018) The
emerging importance of ultradian glucocorticoid rhythms within
metabolic pathology. Ann Endocrinol (Paris) 79:112—114. https://
doi.org/10.1016/J.ANDO.2018.03.003

Choudhury S, Lightman S, Meeran K (2019) Improving gluco-
corticoid replacement profiles in adrenal insufficiency. Clin Endo-
crinol (Oxf) 91:367-371. https://doi.org/10.1111/CEN.13999
Walker JJ, Terry JR, Lightman SL (2010) Origin of ultradian pul-
satility in the hypothalamic-pituitary-adrenal axis. Proc Biol Sci
277:1627-1633. https://doi.org/10.1098/RSPB.2009.2148
Al-Kofahi M, Ahmed MA, Jaber MM et al (2021) An integrated
PK-PD model for cortisol and the 17-hydroxyprogesterone and
androstenedione biomarkers in children with congenital adrenal

@ Springer


https://doi.org/10.1074/JBC.M805081200
https://clinicaltrials.gov/study/NCT02777268
https://clinicaltrials.gov/study/NCT02777268
https://classic.clinicaltrials.gov/ct2/show/NCT01960530
https://classic.clinicaltrials.gov/ct2/show/NCT01960530
https://doi.org/10.1210/JC.2015-3694
https://doi.org/10.1007/S10928-007-9066-0
https://doi.org/10.1210/JCEM.87.1.8158
https://doi.org/10.1007/S11095-020-02912-X
https://doi.org/10.1007/S11095-020-02912-X
https://doi.org/10.1210/JC.2015-1700
https://doi.org/10.1016/S0021-9258(17)45304-X
https://doi.org/10.1016/S0021-9258(17)45304-X
https://doi.org/10.1210/MEND.6.8.1406709
https://doi.org/10.1210/MEND.6.8.1406709
https://doi.org/10.1210/CLINEM/DGAB051
https://doi.org/10.1210/CLINEM/DGAB051
https://doi.org/10.1152/AJPENDO.1989.257.1.E6
https://doi.org/10.1530/EJE-18-0853
https://doi.org/10.1016/J.ANDO.2018.03.003
https://doi.org/10.1016/J.ANDO.2018.03.003
https://doi.org/10.1111/CEN.13999
https://doi.org/10.1098/RSPB.2009.2148
https://doi.org/10.20945/2359-3997000000438
https://doi.org/10.1210/JCEM.84.5.5631
https://doi.org/10.1159/000181089
https://doi.org/10.1002/CPHY.C140003
https://doi.org/10.1002/CPHY.C140003
https://doi.org/10.1111/NYAS.12464
https://doi.org/10.1111/NYAS.12464
https://doi.org/10.1210/JC.2018-01865
https://doi.org/10.1111/J.1365-2265.2004.02106.X
https://doi.org/10.1111/J.1365-2265.2004.02106.X
https://doi.org/10.1530/EJE-20-0231
https://doi.org/10.3389/FPHAR.2022.819590/FULL
https://doi.org/10.3389/FPHAR.2022.819590/FULL
https://doi.org/10.2165/00003088-200544100-00004
https://doi.org/10.3390/PHARMACEUTICS14061161
https://doi.org/10.3390/PHARMACEUTICS14061161
https://doi.org/10.1016/J.EJPS.2021.105913
https://doi.org/10.1016/J.EJPS.2021.105913
https://doi.org/10.1111/CEN.13969
https://doi.org/10.1007/S40262-017-0575-8
https://doi.org/10.1007/S40262-017-0575-8
https://doi.org/10.3390/PH16030464/S1
https://doi.org/10.3390/PH16030464/S1
https://doi.org/10.1128/AAC.48.5.1441-1453.2004
https://doi.org/10.1128/AAC.48.5.1441-1453.2004

824

Journal of Pharmacokinetics and Pharmacodynamics (2024) 51:809-824

40.

41.

42.

43.

hyperplasia. Br J Clin Pharmacol 87:1098-1110. https://doi.
org/10.1111/BCP.14470

Melin J, Parra-Guillen ZP, Michelet R et al (2020) Pharmacoki-
netic/Pharmacodynamic Evaluation of Hydrocortisone Therapy
in Pediatric patients with congenital adrenal Hyperplasia. J Clin
Endocrinol Metab 105:¢1729-e1740. https://doi.org/10.1210/
CLINEM/DGAAO071

Lonnebo A, Grahnén A, Karlsson MO (2007) An integrated
model for the effect of budesonide on ACTH and cortisol in
healthy volunteers. Br J Clin Pharmacol 64:125. https://doi.
org/10.1111/J.1365-2125.2007.02867.X

Dorin RI, Urban FK, Perogamvros I, Qualls CR (2022) Four-
compartment diffusion model of Cortisol Disposition: compari-
son with 3 alternative models in current clinical use. J Endocr Soc
7:1-13. https://doi.org/10.1210/JENDSO/BVAC173

Seckl JR, Walker BR (2001) Minireview: 11beta-hydroxyster-
oid dehydrogenase type 1- a tissue-specific amplifier of gluco-
corticoid action. Endocrinology 142:1371-1376. https://doi.
org/10.1210/ENDO.142.4.8114

@ Springer

44,

45.

46.

47.

Herman JP, McKlveen JM, Ghosal S et al (2016) Regulation of
the hypothalamic-pituitary-adrenocortical stress response. Compr
Physiol 6:603—621. https://doi.org/10.1002/CPHY.C150015
Tsigos C, Chrousos GP (2002) Hypothalamic-pituitary-adre-
nal axis, neuroendocrine factors and stress. J Psychosom Res
53:865-871. https://doi.org/10.1016/50022-3999(02)00429-4
Michelet R, Bindellini D, Melin J et al (2023) Insights in the
maturational processes influencing hydrocortisone pharmaco-
kinetics in congenital adrenal hyperplasia patients using a mid-
dle-out approach. Front Pharmacol 13. https://doi.org/10.3389/
FPHAR.2022.1090554

Michelet R, Melin J, Parra-Guillen ZP et al (2020) Response to
‘Hydrocortisone suspension formulations are not necessarily the
same in the treatment of children with congenital adrenal hyper-
plasia’. Eur J Endocrinol 183:1.29-L30. https://doi.org/10.1530/
EJE-20-1047

Publisher’s Note Springer Nature remains neutral with regard to juris-
dictional claims in published maps and institutional affiliations.


https://doi.org/10.1002/CPHY.C150015
https://doi.org/10.1016/S0022-3999(02)00429-4
https://doi.org/10.3389/FPHAR.2022.1090554
https://doi.org/10.3389/FPHAR.2022.1090554
https://doi.org/10.1530/EJE-20-1047
https://doi.org/10.1530/EJE-20-1047
https://doi.org/10.1111/BCP.14470
https://doi.org/10.1111/BCP.14470
https://doi.org/10.1210/CLINEM/DGAA071
https://doi.org/10.1210/CLINEM/DGAA071
https://doi.org/10.1111/J.1365-2125.2007.02867.X
https://doi.org/10.1111/J.1365-2125.2007.02867.X
https://doi.org/10.1210/JENDSO/BVAC173
https://doi.org/10.1210/ENDO.142.4.8114
https://doi.org/10.1210/ENDO.142.4.8114

	﻿A quantitative modeling framework to understand the physiology of the hypothalamic-pituitary-adrenal axis and interaction with cortisol replacement therapy
	﻿Abstract
	﻿Introduction
	﻿Methods
	﻿ACTH and cortisol clinical trial database
	﻿Stepwise modeling workflow
	﻿Step 1: hydrocortisone PK model refinement
	﻿Step 2: endogenous ACTH and cortisol model
	﻿Step 3: joint model parameters re-estimation
	﻿Model evaluation
	﻿Simulations: CAH patients and healthy individuals
	﻿Simulations: Interaction with hydrocortisone therapy
	﻿Software

	﻿Results


