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ABSTRACT
Objectives  The inflammatory protein calprotectin 
(MRP8/14) has been identified as a promising biomarker 
of treatment response in rheumatoid arthritis (RA). Our aim 
was to test MRP8/14 as a biomarker of response to tumour 
necrosis factor (TNF)-inhibitors in the largest RA cohort to 
date and to compare with C-reactive protein (CRP).
Methods  Serum MRP8/14 was measured in 470 patients 
with RA about to commence treatment with adalimumab 
(n=196) or etanercept (n=274). Additionally, MRP8/14 was 
measured in the 3-month sera of 179 adalimumab-treated 
patients. Response was determined using European League 
against Rheumatism (EULAR) response criteria calculated 
using the traditional 4-component (4C) DAS28-CRP and 
alternate validated versions using 3-component (3C) and 
2-component (2C), clinical disease activity index (CDAI) 
improvement criteria and change in individual outcome 
measures. Logistic/linear regression models were fitted for 
response outcome.
Results  In the 3C and 2C models, patients with RA 
were 1.92 (CI: 1.04 to 3.54) and 2.03 (CI: 1.09 to 3.78) 
times more likely to be classified as EULAR responders 
if they had high (75th quartile) pre-treatment levels 
of MRP8/14 compared with low (25th quartile). No 
significant associations were observed for the 4C model. 
When only using CRP as a predictor, in the 3C and 2C 
analyses, patients above the 75th quartile were 3.79 
(CI: 1.81 to 7.93) and 3.58 (CI: 1.74 to 7.35) times 
more likely to be EULAR responders and addition of 
MRP8/14 did not significantly improve model fit (p 
values=0.62 and 0.80, respectively). No significant 
associations were observed in the 4C analysis. Exclusion 
of CRP from the outcome measure (CDAI) did not result 
in any significant associations with MRP8/14 (OR 1.00 
(CI: 0.99 to 1.01), suggesting that the associations 
were due to the correlation with CRP and that there is 
no additional utility of MRP8/14 beyond use of CRP in 
patients with RA starting TNFi therapy.
Conclusion  Beyond correlation with CRP, we found no 
evidence to suggest that MRP8/14 explains additional 
variability in response to TNFi in patients with RA over 
and above CRP alone.

INTRODUCTION
Calprotectin (also known as MRP8/14 or S100A8/
A9) is a protein complex consisting of two mono-
mers found in serum/plasma and faeces. Released 

locally at sites of inflammation by granulocytes/
monocytes, it is an established biomarker for moni-
toring disease activity in inflammatory bowel disease 
(IBD) and has been reported to predict response 
in patients with IBD treated with biological ther-
apies.1 As such, MRP8/14 has gained interest in 
other inflammatory disorders, including rheuma-
toid arthritis (RA) and juvenile idiopathic arthritis 
(JIA), where it has been found to be upregulated in 
inflamed synovial fluid and blood.2–8

Biological disease-modifying anti-rheumatic 
drugs (bDMARDs) have significantly improved 
the management of RA. However, response is not 
universal, with unsatisfactory control of disease 
symptoms experienced by 30%–40% of treated 
patients.9 Identification of biomarkers that predict 
response would allow more directed and effective 

WHAT IS ALREADY KNOWN ON THIS TOPIC
	⇒ MRP8/14 has gained interest as a biomarker 
predictive of successful biological disease-
modifying anti-rheumatic drug therapy in 
rheumatoid arthritis (RA) in multiple studies. 
However, some studies have also reported no 
association with response.

WHAT THIS STUDY ADDS
	⇒ This is the largest replication study conducted 
to date in RA, where we have shown no 
association between pre-treatment MRP8/14 
and response to tumour necrosis factor (TNF) 
inhibitors (TNFis) beyond the use of C-reactive 
protein alone.

HOW THIS STUDY MIGHT AFFECT RESEARCH, 
PRACTICE OR POLICY

	⇒ Although MRP8/14 was not found as predictive 
of TNFi response in patients with RA in this 
study, MRP8/14 is thought to be a sensitive 
marker of synovitis. As such, further critical 
investigation is needed to determine its use 
in composite disease activity scores, such as 
DAS28, compared with the use of traditional 
acute phase reactants.  on N
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prescribing. However, to date no reliable biomarkers have been 
established.

Due to the strong correlation between MRP8/14 and measure-
ments of disease activity, including ultrasonography (US),3 10–15 
MRP8/14 may represent a good candidate biomarker for moni-
toring response to treatment. Indeed, several studies have 
reported that MRP8/14, measured before treatment initiation, 
predicts response to both bDMARDs and conventional synthetic 
DMARDs (csDMARDs) in patients with RA and JIA.11 12 16–22 
Specifically in RA, MRP8/14 has been reported to correlate 
well with response to tumour necrosis factor (TNF) inhibitors 
(TNFis) and rituximab—with good responders presenting with 
higher pre-treatment MRP8/14.16 Several studies have also 
shown that MRP8/14 levels decrease following successful treat-
ment.11 12 16 19 21 23 24

However, others have also reported conflicting results with no 
correlation with treatment response.15 23 25 26 Before this marker 
can be adopted into a clinical setting, it is important to validate 
in larger independent cohorts. As such, the aim of this study 
was to determine the relationship between pre-treatment serum 
MRP8/14 and response to TNFis in the largest RA cohort to date 
and, in a subset of samples, investigate changes in serum levels 
following treatment initiation.

MATERIALS AND METHODS
Patient selection
Patients with RA were selected from the Biologics in Rheumatoid 
Arthritis Genetics and Genomics Study Syndicate (BRAGGSS), 
which recruits patients who are about to commence treatment 
with a bDMARD from more than 50 sites across the UK, previ-
ously described in detail.27 Patients provide blood samples for 
biomarker measurements and psychological/clinical information 
at pre-treatment and after 3, 6 and 12 months on therapy. As 
such, disease activity scores, such as the disease activity score in 
28 joints (DAS28) and the clinical disease activity index (CDAI) 
are calculated prior to and following treatment.28 29

Inclusion criteria for this study were as follows: participants 
were (1) of European descent, (2) aged 18 years or over, (3) 
fulfilled the 1987 ACR criteria for RA, (4) about to commence 
treatment with either etanercept (ETN) or adalimumab (ADA), 
(5) had pre-treatment and follow-up disease activity scores, (6) 
had a pre-treatment serum sample and (7) for subsets of partic-
ipants a paired 4-week or 3-month serum sample. Informed 
consent was obtained from all subjects.

Serum samples from 19 healthy individuals were also selected 
from the National Repository for Healthy Volunteers (NRHV) 
study within the Versus Arthritis Centre for Genetics and 
Genomics at the University of Manchester. Healthy controls 
were age, gender and ethnically matched to the RA samples.

Definition of treatment response
Response to treatment was assessed following 3 months on 
treatment using (1) the European League against Rheumatism 
(EULAR) response criteria,30 (2) CDAI response criteria31 and 
(3) continuous measures (such as change in DAS28 or change 
in swollen joint count (SJC)). DAS28-C reactive protein (CRP) 
was calculated using four variables (the number of tender and 
swollen joints, CRP and patient’s global assessment of disease 
activity on a visual analogue scale (VAS)),28 three variables (the 
number of tender and swollen joints and CRP)32 and two vari-
ables (number of swollen joints and CRP)33 and were used to 
define EULAR response categories. A good response was defined 
as having a follow-up DAS28-CRP of ≤3.2 and a decrease from 

pre-treatment of >1.2. A non-response was defined as having a 
DAS28-CRP score that decreased <0.6 from the pre-treatment 
or decreased between 0.6 and 1.2 but having a follow-up 
DAS28-CRP score of >5.1. Moderate response was classified 
when responses fell between these two extremes. For some 
analyses, response groups were merged (eg, good and moderate 
responders vs non-response). CDAI was calculated as the sum of 
four variables: tender and swollen joint counts, patient global 
assessment of disease activity and evaluator global assessment 
of disease activity. Using CDAI, a non-response was defined 
as <50% improvement from pre-treatment, a mild response 
of ≥50% and <70% improvement, a moderate response of 
≥70% and <85% improvement and a major response as >85% 
improvement.31 For the continuous analyses, response was 
assessed as the change between pre-treatment and 3 months.

Sample collection
Samples for serology were collected into plain blood tubes 
and were shipped from national recruiting centres at ambient 
temperature to the Versus Arthritis Centre for Genetics and 
Genomic at the University of Manchester. On receipt, samples 
were centrifuged at 3000 rpm for 10 min and the serum 
aliquoted. Samples were logged onto the laboratory information 
management system (LIMS) and stored at −80°C until required.

Measurement of MRP8/14
Serum MRP8/14 was determined using the CE-marked IVD 
BÜHLMANN MRP8/14 ELISA Kit (Alpha Laboratories, UK) 
according to the manufacturer’s instructions. All samples and 
standards were assayed in duplicate. The detection range for the 
assay was 0.4 µg/mL to 24 µg/mL; if a concentration outside 
this range was recorded, the sample was diluted and the assay 
repeated. Similarly, if duplicate samples differed by >20%, 
the assay was repeated. Where a paired pre-treatment and 
4-week sample were available, MRP8/14 on the paired samples 
was determined using the LEGEND MAX Human MRP8/14 
(Calprotectin) ELISA Kit (BioLegend, San Diego, USA). Prior 
to using the BioLegend LEGEND MAX ELISA, pre-treatment 
RA samples (n=13) were assayed on both systems, where a 
strong correlation (R2=0.93) was observed. Absorbance was 
measured using the SpectraMax Plus384 Absorbance Microplate 
Reader (Molecular Devices, California, USA) with 450 nm as the 
primary wavelength.

Statistical analysis
All analyses were conducted in STATA/SE V.14.034 or Prism 
V.8.1.2 (GraphPad Software). Significance between treatment 
groups and baseline characteristics were compared using χ2 
test, two independent samples t-test or Mann-Whitney tests. 
Spearman rank correlations were assessed to determine the rela-
tionship between pre-treatment MRP8/14 and clinical parame-
ters. MRP8/14 differences between the EULAR/CDAI response 
groups/baseline and follow-up time points were compared using 
Mann-Whitney test statistics. Logistic regression was used to 
assess the association between pre-treatment MRP8/14 (or CRP) 
and EULAR non-responders and grouped responders. Ordered 
logistic regression was used to assess the association between 
pre-treatment MRP8/14 (or CRP) and CDAI response groups. 
Linear regression was used to assess the relationship between 
pre-treatment MRP8/14 and DAS28-CRP or changes in indi-
vidual outcome measures. A p value of <0.05 was considered 
statistically significant for all analyses.
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Patient involvement
A biological marker which can predict response to treatment is a 
priority of our Research User Network (RUN) which was estab-
lished by the Centre for Musculoskeletal Research in 2009. RUN 
is a patient–partner initiative supported by the University of 
Manchester, the NIHR Biomedical Research Centre and Versus 
Arthritis. The user group is comprised of people with an active 
interest in musculoskeletal health; either patients who live with a 
musculoskeletal condition (such as inflammatory arthritis, lupus 
or fibromyalgia) or people who care for someone with these 
conditions. Consultation with our RUN has shaped the research 
we do in the centre.

RESULTS
In total, 470 patients were treated with a TNFi and had pre-
treatment serum MRP8/14. Of these, 196 were treated with ADA 
and 274 with ETN. In addition, 179 patients receiving ADA also 
had a paired 3-month serum MRP8/14 measurement. Baseline 
characteristics are summarised in table 1. Age and sex are repre-
sentative of a typical RA cohort. Between the ADA and ETN 
treatment groups, a higher proportion of patients within the 
ADA treatment group were receiving concomitant csDMARDs.

Univariable ordered logistic regression analysis was used to 
assess associations between clinical parameters prior to starting 
treatment and EULAR response groups defined using the 
4-component DAS28-CRP scores (4C-DAS28-CRP). Of note, 
4C-DAS28-CRP EULAR response groups were only available on 
434/470 patients (online supplemental table 1). HAQ score was 
significantly associated with response in the cohort as a whole 
(hence referred to as TNFi) and after stratifying by drug type 
(ADA and ETN), with good responders presenting with lower 
pre-treatment disability scores compared with moderate and 
non-responders, respectively (TNFi: 1.5 vs 1.8 and 1.7 (OR 0.53 
(95% CI: 0.38 to 0.73), p<0.001); ADA: 1.5 vs 1.8 and 1.8 (OR 
0.47 (95% CI: 0.28 to 0.81), p value=0.007); ETN: 1.4 vs 1.7 
and 1.7 (OR 0.54 (95% CI: 0.36 to 0.80), p value=0.003). BMI 
was also associated with EULAR response but only in the ADA 
treatment arm, with higher BMIs associated with non-response 
(32.3 for non-responders vs 28.2 and 27.0 for moderate and 
good responders, respectively; p value=0.002). Additionally, 
concurrent csDMARD use was associated with EULAR response 
but again only in the ADA treatment arm; those not on concur-
rent therapy were 3.79 times at greater risk (95% CI: 1.60 to 
8.96) of being a non-responder compared with moderate and 
good responders (p value=0.002).

Calprotectin is associated with baseline markers of disease 
activity
In line with previous results, associations between pre-treatment 
MRP8/14 and measurements of pre-treatment disease activity 
were observed. Levels of MRP8/14 were modestly correlated 
with 4C-DAS28-CRP (Spearman’s rho=0.15, p value=0.0017), 
CRP (Spearman’s rho=0.37, p<0.0001) and erythrocyte sedi-
mentation rat (ESR) (Spearman’s rho=0.24, p<0.0001) for 
TNFi and after stratifying by drug type (figure  1 and online 
supplemental figure 1). No correlations between pre-treatment 
MRP8/14 and swollen nor tender joint count were observed in 
this study (online supplemental figure 2).

Higher proportion of EULAR responders have high pre-
treatment MRP8/14
Next, we correlated pre-treatment MRP8/14 with EULAR 
response categories. MRP8/14 was significantly higher in patients 
with RA compared with healthy controls (median MRP8/14 in 
healthy samples was 3.17 µg/mL (2.37–3.83)) (online supple-
mental figure 3), however, we observed no associations between 
MRP8/14 and the EULAR response categories using the TNFi 
cohort as a whole or after stratification by drug type (figure 2).

As MRP8/14 has been shown to correlate strongly with 
markers of synovitis,11 13 we decided to re-calculate EULAR 
responses using an alternate validated version of the DAS28 
using 3-components (which excludes the subjective patient 
global VAS).32 Additionally, we assessed response categories 
calculated using a recently proposed 2-component DAS28 score 
(which only includes the SJC and CRP).33 Response categories 
could be calculated for all 470 patients using the 3-component 
and 2-component scores (hence forth referred to as 3C and 2C) 
(online supplemental table 1). Strong correlations were observed 
between all pre-treatment scores and changes due to treatment 
(online supplemental figure 4).

Following re-analysis, we found that pre-treatment MRP8/14 
in patients receiving TNFi were significantly higher in moderate 
responders compared with non-responders but not between 
good responders and non-responders. This was consistent for 
responses calculated using both 3C and 2C (figure  3). In the 
3C analysis, moderate responders displayed a median MRP8/14 
concentration of 25.3 µg/mL (16.4–33.8), good responders 
20.6 µg/mL (14.6–31.2) and non-responders 19.8 µg/mL (12.0–
31), while in the 2C analysis, moderate responders displayed 
a median MRP8/14 concentration of 25.2 µg/mL (16.5–38.5), 
good responders 23.1 µg/mL (15.4–30.8) and non-responders 
20.5 µg/mL (11.0–31.6). Similarly, when stratified by drug 

Table 1  Baseline characteristics of patients enrolled in the study

Characteristics TNFi (n=470) ADA only (n=196) ETN only (n=274)

Sex (F), n (%) 363 (77.2) 151 (77.0) 212 (77.4)

Age at baseline (years), mean (SD), n 56.7 (11.9), 469 56.5 (11.9), 195 56.9 (12), 274

BMI, median (IQR), n 27.6 (23.7–32.5), 396 27.5 (23.5–32.6), 164 27.7 (23.9–23.3), 232

Concurrent csDMARDs, n (%) 393 (83.8) 172 (88.2) 221 (80.7)

Baseline DAS28, mean (SD), n 5.8 (0.9), 434 5.7 (0.9), 178 5.8 (0.9), 256

Tender joint count, median (IQR) 15 (10–21) 15 (11–21) 14 (10–21)

Swollen joint count, median (IQR) 8 (5-12) 8 (2–12.5) 9 (5-12)

CRP (mg/L), median (IQR) 9.2 (3.7–25.8) 8.3 (2.8–25.7) 9.6 (4.2–26.7)

HAQ, mean (SD), n 1.7 (0.6), 416 1.7 (0.6), 175 1.6 (0.6), 241

ADA, adalimumab; CRP, C reactive protein; csDMARDs, conventional synthetic disease-modifying anti-rheumatic drugs; DAS28, disease activity score in 28-joints calculated using 
4-components; ETN, etanercept; F, female; HAQ, Health Assessment Questionnaire; IQR, interquartile range; SJC, swollen joint count; TJC, tender joint count; TNFi, tumour necrosis 
factor inhibitor.
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Figure 1  Scatterplots showing the correlation between pre-treatment serum levels of MRP8/14 and parameters of baseline disease activity: 
(A) DAS28-CRP calculated using 4-components, (B) CRP and (C) ESR. ADA, adalimumab; CRP, C reactive protein; DAS28, disease activity scores in 
28-joints; ESR, erythrocyte sedimentation rate; ETN, etanercept; TNFi, tumour necrosis factor inhibitor.

Figure 2  Pre-treatment serum MRP8/14 against EULAR non-responders, moderate responders and good responders, classified at 3-month follow-up 
to TNF inhibitors as a whole (left plot), adalimumab (ADA) only (middle plot) and etanercept (ETN) only (right plot). EULAR responses calculated using 
4-component DAS28. Each dot represents a patient. The data is represented as median and interquartile range. Significance was determined using 
Mann-Whitney non-parametric test. The grey dotted line represent the 75th quartile. EULAR, European League against Rheumatism; TNFi, tumour 
necrosis factor inhibitor.
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type, MRP8/14 was generally higher in future ADA responders 
compared with non-responders, but this was only significant 
for non-responders vs moderate responders (figure  3 middle 
plots). No associations between pre-treatment MRP8/14 and 
response to ETN were observed (figure 3 right-hand plots). Due 
to the correlation between MRP8/14 and CRP, we hypothesised 
that a proportion of moderate responders may display higher 
pre-treatment CRP. However, this was also observed in the 
ETN treatment arm, where no association with MRP8/14 was 
observed (online supplemental figure 5).

As in previous studies,18 regardless of how DAS28 scores 
were calculated, there was an increased frequency of responders 
(moderate and good) with higher MRP8/14 concentrations 
prior to treatment compared with non-responders. Setting a 
high concentration threshold at the 75th quartile per analyses 
(grey dotted lines figures 2 and 3), over 80% of cases were found 
to be responders to treatment. For the 4C analysis, 81.8% of 
patients were responders to TNFi and 81.4% and 81.3% were 
responders in the ADA and ETN treatment subgroups, respec-
tively. Similarly, in the 3C analysis, 82.5% of patients were 
TNFi responders and 83.7% and 80.9% were ADA and ETN 

responders. In the 2C analysis, 83.3% were responders to TNFi 
and 81.6% and 83.8% were responders to ADA and ETN.

Utility of MRP8/14 in addition to CRP
As pre-treatment CRP and MRP8/14 are correlated (figure 1B), 
we next assessed which measure best explained variability in 
treatment response. In a univariate analysis, pre-treatment 
MRP8/14 was not associated with response when non-
responders were compared with moderate/good responders, but 
pre-treatment CRP was modestly associated with response; this 
was only significant for the 3C and 2C analyses (3C: OR 1.01 
(CI: 1.00 to 1.03), p value=0.034 and 2C: OR 1.01 (CI: 1.00 to 
1.03), p value=0.044) (online supplemental table 2). No associ-
ation between CRP and response was observed in the 4C analysis 
(p value=0.475). This appeared to be explained by the inclusion 
of the VAS in the 4C scores, as opposed to a loss of power, as 
when the 3C and 2C analyses were limited to the 434 cases in 
which 4C responses were calculable, the associations were qual-
itatively unchanged (online supplemental table 3).

When dichotomised into low (25th quartile) and high concen-
trations (75th quartile), for the 4C analysis, we observed no 

Figure 3  Pre-treatment serum MRP8/14 against response categories: non-responders, moderate responders and good responders, classified at 
3-month follow-up to TNF inhibitors as a whole (left plot), adalimumab (ADA) only (middle plot) and etanercept (ETN) only (right plot). (A) EULAR 
responses calculated using 3-component DAS28. (B) Response categories calculated using 2-component DAS28. Each dot represents a patient. The 
data is represented as median and interquartile range. Significance was determined using Mann-Whitney non-parametric test. The grey dotted line 
represent the 75th quartile. EULAR, European League against Rheumatism; TNFi, tumour necrosis factor inhibitor.
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significant associations. However, in the 3C analysis, patients 
with higher concentrations of MRP8/14 were 1.92 (1.04 to 
3.54) times more likely to respond to treatment with TNFi (p 
value=0.037) compared with low concentrations. This remained 
significant for the 2C analysis, where patients were 2.03 (1.09 to 
3.78) more likely to respond to treatment (p value=0.025). Of 
note, although the 4C analysis was not statistically significant, 
the direction of effect was the same (OR 1.22 (0.62 to 2.38)) 
(table 2).

A similar trend was observed for dichotomised pre-treatment 
CRP. No significant associations were observed with the 4C anal-
ysis (p=0.188). However, in the 3C and 2C analyses, patients 
with higher pre-treatment CRP levels were 3.79 or 3.58 times 
more likely to respond to TNFi (p<0.001) compared with 
patients with low levels (table 2); again, the direction of effect 
in the 4C analysis was the same, although not statistically signif-
icant (OR 1.64 (0.78 to 3.4)) (table  2). As previously stated, 
this was determined to be due to the inclusion of the VAS in 
the 4C-DAS28-CRP calculation as when the 3C and 2C sample 
sizes were limited to those with 4C-DAS28-CRP response data, 
the associations remained qualitatively the same (online supple-
mental table 4).

When the MRP8/14 models were adjusted for pre-treatment 
CRP, no associations remained significant. However, when 
the CRP models were adjusted for pre-treatment MRP8/14 
the associations for the 2C and 3C analyses remained signifi-
cant (p values=0.001) (table 2), suggesting that CRP is a better 
predictor of response category. Using a likelihood ratio test to 
compare the CRP only and CRP+MRP8/14 models, no statis-
tically significant improvements in model fit were observed (p 
values=0.62 and 0.80 for the 3C and 2C models, respectively).

Of note, due to the way in which serum samples were collected, 
where available, as a sensitivity analysis, we also adjusted our 
models to account for delays in sample processing (the number 
of days between blood sampling and centrifugation). We found 
that compared with same day processing, samples processed 
after 2 days displayed significantly increased levels of MRP8/14 
(online supplemental figure 6). Of note, the majority of our 
samples were processed within 2 days. However, more impor-
tantly, we found that time to processing was not a confounder 
within our analyses and did not materially alter the findings 
(online supplemental table 5).

The analyses were also repeated following stratification by 
drug, which did not qualitatively change these results (online 
supplemental tables 6-8).

Overall, these data suggest that MRP8/14 does not explain 
any additional variability in response beyond CRP when using 
the 2C and 3C models and that inclusion of VAS in 4C models 
attenuates correlations with biological markers of inflammation.

Removing the effect of CRP from the outcome: CDAI
As we were comparing the utility of MRP8/14 to that of CRP, 
we wanted to test an additional outcome that was independent 
of CRP measurements. We therefore repeated the analyses using 
the CDAI. We found a strong correlation between pre-treatment 
CDAI and pre-treatment DAS28-CRP scores (rho=0.85, 0.82 
and 0.56 for 4C, 3C and 2C, respectively), as well as between 
change in CDAI and change in DAS28-CRP after 3 months on 
treatment (rho=0.90, 0.86 and 0.71 for 4C, 3C and 2C, respec-
tively) (online supplemental figure 7).

Using pre-treatment CDAI criteria, the majority of patients 
were classified as having high disease activity (93.7%); the 
remainder displaying moderate (5.6%) or low disease activity Ta
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(0.8%). Using the CDAI improvement thresholds to classify 
response31 in 190 ETN and 140 ADA-treated patients, 32.7% 
of patients were classified as non-responders to TNFi, 27.6% 
as mild improvers, 18.5% as moderate improvers and 21.2% 
as major improvers. Pre-treatment MRP8/14 showed no statis-
tically significant association with response (figure 4). Neither 
did we observe a trend between high MRP8/14 concentrations 
and CDAI responders, suggesting that the previous associations 
found with EULAR 3C and 2C responses were driven by CRP.

We used ordered univariable logistic regression to further 
assess the association between pre-treatment MRP8/14 and 
CDAI response groups (table  3). No association between 
MRP8/14 and CDAI response was observed (with and without 
pre-treatment CRP as an additional predictor variable—likeli-
hood ratio p value=0.51), nor, was any association found after 
stratifying by drug type (online supplemental table 9).

As well as investigating CDAI as an alternative outcome, we 
also assessed changes in DAS28, changes in CDAI and individual 
measures of disease activity after 3 months on treatment using 
linear regression. Using TNFi as a whole or extreme analysis 
using high/low concentrations of MRP8/14, we observed no 
significant associations with pre-treatment MRP8/14 (online 
supplemental table 10).

MRP8/14 changes over time in ADA responders
Decreases in MRP8/14 have been shown to correlate with 
favourable response to treatment. Where paired pre-treatment 
and 3-month MRP8/14 were available for ADA-treated patients 
(n=179) in this study, we found that change in MRP8/14 over 
time correlated with response categories at 3 months (figure 5). 
In line with previous results, responders displayed a reduction 

in serum titres over time, while non-responders generally had 
constant or increased expression. For responders, pre-treatment 
MRP8/14 decreased by a median of 22.1% (−57.3% to 
−1.5%) and 21.5% (−51.2% to 28.4%) for moderate and 
good responders, respectively. Expression of MRP8/14 in non-
responders to ADA treatment increased by a median of 7.8% 
(−25.2% to 99.9%) between pre-treatment and 3 months. Addi-
tionally, we were able to investigate change in MRP8/14 in a 
small subset of paired pre-treatment and 4-week samples (n=7; 
two non-responders and five good-responders). The average 
change after 4 weeks on treatment in non-responders (response 
assessed after 3 months on treatment) was +2.02 µg/mL, while 
good responders displayed a decrease of 2.68 µg/mL (online 
supplemental figure 8).

DISCUSSION
It is thought that the major source of MRP8/14 in arthritis 
is the synovial compartment with many studies reporting 
increased concentrations in inflamed synovial tissue and syno-
vial fluid.35 In terms of a clinically applicable biomarker, it is 
not always possible to obtain synovial fluid, with serum repre-
senting a much more accessible option. Here, in the largest 
study conducted to date, we have shown correlations between 
pre-treatment serum MRP8/14 and measures of disease activity 
(DAS28-CRP, CRP and ESR), consistent with previous reports 
performed in serum. As a whole, we found that MRP8/14 was 
only associated with moderate treatment response. However, 
this was only observed in patients receiving ADA. This may 
be a power issue and now requires follow-up in larger sample 
numbers to determine whether the average difference observed 
is biologically meaningful. We also observed that pre-treatment 

Figure 4  Pre-treatment serum MRP8/14 against CDAI response groups, classified at 3-month follow-up to (A) TNF inhibitors as a whole cohort 
(TNFi), (B) adalimumab (ADA) only and (C) etanercept (ETN) only. Each dot represents a patient. The data is represented as median and interquartile 
range. Significance was determined using Mann-Whitney non-parametric test. CDAI, clinical disease activity index; TNFi, tumour necrosis factor 
inhibitor.

Table 3  Results from ordered logistic regression models to determine the association between pre-treatment MRP8/14 and CDAI responses to 
TNFi

Model Number of cases OR (95% Cl) Pseudo R2 P value

MRP8/14 only 330 1.00 (0.99 to 1.01) 0.0000 0.839

MRP8/14 adjusted for pre-treatment CRP 330 1.00 (0.99 to 1.02) 0.0005 0.686

CDAI, clinical disease activity index; CRP, C reactive protein; TNFi, tumour necrosis factor inhibitor.
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MRP8/14 correlated with EULAR response, but only in those 
patients with high concentrations and this was irrespective of 
drug used. We were also able to show that CRP alone correlates 
more strongly with EULAR and adding MRP8/14 provided no 
additional information.

Strengths of the current study include, first, the large sample 
size tested in comparison to previously published studies, thereby 
reducing the chance of both false-negative and false-positive 
results. Second, we used a commercial CE-marked IVD ELISA 
kit to measure levels as used in previous reports. Finally, we 
explored different outcome measures of response and found that 
CRP was a better predictor of EULAR response compared with 
MRP8/14, when using DAS28-based outcome measures. Most 
studies of MRP8/14 reported to date used composite outcome 
measures that include acute phase proteins (CRP/ESR) to classify 
response to treatment (EULAR/ACR), but, due to the correlation 
between MRP8/14 and CRP/ESR, this could confound interpre-
tation. A strength of the current study is that we also investigated 
use of the CDAI outcome measure, which does not include CRP/
ESR. No additional improvement in model fit and therefore 
utility was gained by inclusion of both predictor proteins over 
CRP alone. Our findings support the notion that, beyond CRP, 
MRP8/14 provides no additional value in predicting response 
to TNFi treatment in RA, irrespective of the outcome measure 
used.

Interestingly, we observed that for both CRP and MRP8/14, 
the associations were only observed when used to predict 3C 
and 2C DAS28-CRP response categories, but not the 4C-derived 

model. We determined this was due to inclusion of the subjective 
patient VAS in the calculation of DAS28. We and others have 
reported that the VAS correlates with psychological measures,36 
and it is perhaps not surprising that biological measures do not 
correlate well with composite outcome measures incorporating 
variables that correlate more strongly with psychological states.

We have shown that changes in MRP8/14 after 3 months 
on-treatment correlate with EULAR responses; however, this 
is not predictive of response, and ideally, an earlier time-point 
should have been explored as shown in previous studies after 
4-week on-treatment.16 A limitation of the current study is that 
samples collected at 4 weeks’ post-treatment initiation were only 
available for a small subset of patients.

In the current study, we did not observe a correlation between 
MRP8/14 and SJC as has been reported in previous serum 
studies10 16; however, there are important differences in the way 
the SJC was measured between the current study and those previ-
ously reported. We counted in 28 joints, while previous studies 
included a more comprehensive 66/68 joint count. An additional 
study23 reported a correlation within 28 joints; however, this was 
only observed after adjusting for rheumatoid factor (RF) status 
and unfortunately we do not routinely collect RF to permit 
similar analyses. Others have shown that MRP8/14 is a superior 
marker of synovitis and disease activity (as measured by US) and 
have suggested its use over traditional acute phase reactants. The 
lack of association with SJC in this study may also be due in part 
to being unable to detect subtle/subclinical joint inflammation 
during the clinical examination of patients, whereas US is more 
able to detect subclinical inflammation. Whether this marker 
should replace CRP/ESR in composite scores, such as DAS28, 
requires further critical investigation, especially given the lack of 
association with CDAI responses shown here.

Compared with previous studies, we observed relatively high 
levels of MRP8/14. High MRP8/14 may result from various 
factors, including sample preparation (ie, delays in sample 
processing). Mylemans et al37 observed in healthy controls that 
serum MRP8/14 increases significantly (60–80% increase) with 
centrifugation delays of 6 hours; however, this increase was less 
noticeable in patients with RA with already elevated levels. In 
the current study, we observed significant increases in MRP8/14 
following >2 days delay to centrifugation, compared with 
samples processed within 8 hours. Use of serum samples could 
therefore be considered a limitation of the current study and 
testing in plasma samples (which is more robust against this pre-
analytical vulnerability) should be considered for future studies. 
However, all samples were collected using the same study 
protocol, irrespective of future responder status, limiting the 
impact of this pre-analytical vulnerability on the interpretation 
of the results. Indeed, pre-analytical variability is not a desirable 
characteristic for clinically usable biomarkers and CRP, more 
robust to pre-analytical variability, should arguably be preferred.

Relatively high MRP8/14 values may also in part relate to 
the high levels of inflammation within the BRAGGSS cohort, 
where 48.3% of the cohort presented with marked/highly 
elevated levels of CRP. Further, there is also evidence to suggest 
that the BÜHLMANN assay reports higher MRP8/14 compared 
with other ELISAs.19 When investigating interassay variation, 
a previous report found that the BÜHLMANN ELISA yielded 
concentrations threefold to fourfold higher compared with their 
in-house ELISA; however, a strong correlation was observed 
(R2=0.90). Importantly, this difference did not materially alter 
their findings, just the thresholds used. In the current study, 
we observed a similarly strong correlation between the BÜHL-
MANN and BioLegend LEGEND MAX assays (R2=0.93) and 

Figure 5  Changes in serum MRP8/14 after 3 months of treatment 
in adalimumab-treated patients. Concentrations are shown in EULAR 
non-responders, moderate responders and good responders, classified 
at 3-month follow-up. EULAR responses calculated using 3-component 
DAS28. Each dot represents a patient. The data is represented as 
median and interquartile range. Significance was determined using 
Mann-Whitney non-parametric test. EULAR, European League against 
Rheumatism.
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the BÜHLMANN assay yielded concentrations three times 
higher. Use of the BÜHLMANN assay is therefore likely to 
contribute towards the high levels of MRP8/14 observed in the 
current study.

A limitation to the current study is that the BRAGGSS cohort 
was initially launched to investigate genetic predictors of treat-
ment response. Due to differences between ethnically diverse 
populations and complexities in analysing multi-ethnic data, 
until recently, recruitment to BRAGGSS was limited to those of 
European descent. As a result, the availability of samples from 
patients of non-European ancestry is low (<5% of BRAGGSS), 
meaning that power considerations prevented analysis in those 
populations.

Unlike cytokines,38 MRP8/14 is highly stable, can be measured 
in serum without the need for cold storage, can be detected 
at relatively low levels and is already in clinical use in IBD.39 
MRP8/14 could therefore represent a viable biomarker to enter 
routine clinical use in RA and, importantly, we found that time to 
processing was not a confounder, supporting the stability of the 
protein. However, CRP is similarly stable, is not subject to pre-
analytical vulnerability and is cheaper to measure and correlates 
better with outcome.

Various studies in RA and JIA have also reported MRP8/14 as 
a potential marker for predicting disease flare/relapse following 
treatment termination.40–42 For example, Gerss et al,43 identified 
MRP8/14 as a way of identifying patients with JIA, in clinical 
remission but not subclinical/immunological remission, who are 
at increased risk of disease flare within 6 months of stopping 
treatment. Conversely, some studies have reported no associa-
tions between MRP8/14 and disease flare.44 45 A limitation of the 
current study is that we were not able to explore the association 
with flares due to lack of data.

In conclusion, while we have observed similar associations 
between pre-treatment MRP8/14 and measures of disease 
activity, associations between high MRP8/14 and response cate-
gories, and changes in MRP8/14 following successful treatment 
as reported previously, we found no evidence to suggest that 
MRP8/14 explains any additional variability in response to TNFi 
beyond the correlation with CRP, in patients with RA.

Author affiliations
1Centre for Genetics and Genomics Versus Arthritis, Centre for Musculoskeletal 
Research, Manchester Academic Health Science Centre, The University of Manchester, 
Manchester, UK
2NIHR Manchester Biomedical Research Centre, Manchester University NHS 
Foundation Trust, Manchester Academic Health Science Centre, Manchester, UK
3Lydia Becker Institute of Immunology and Inflammation, Division of Musculoskeletal 
and Dermatological Sciences, School of Biological Sciences, Faculty of Biology, 
Medicine and Health, The University of Manchester, Manchester, UK
4Centre for Epidemiology Versus Arthritis, Centre for Musculoskeletal Research, 
Manchester Academic Health Sciences Centre, The University of Manchester, 
Manchester, UK
5School of Medicine, University of Leeds and NIHR Leeds Musculoskeletal Biomedical 
Research Centre, Leeds Teaching Hospitals NHS Trust, Leeds, UK
6UCD School of Medicine and Medical Science, Conway Institute, University College 
Dublin, Dublin, Ireland
7Musculoskeletal Research Group, Translational and Clinical Research Institute, 
Newcastle University and NIHR Newcastle Biomedical Research Centre, Newcastle 
upon Tyne Hospitals NHS Foundation Trust, Newcastle upon Tyne, UK

Twitter John D Isaacs @ProfJohnIsaacs

Acknowledgements  We are very grateful to all the patients who consented to 
participate in this study and to all the nurses who helped collect the samples for this 
important study. The authors would like to thank Amirah Binti Mohammad Ariff for 
generating the Legend MAX™ (Biolegend) ELISA data for the paired pre-treatment 
and 4-week samples.

Contributors  All authors dedicated the appropriate amount of time into the 
production of this article. SLS, DP, SE and AB contributed towards the conception 

and study design. SLS and SA generated the data. SLS, SV and DP were responsible 
for data analysis. SLS, DP, SV and AB were responsible for the drafting of the first 
version of the manuscript. All authors made substantial contributions to the data 
interpretation and revised the work critically for important intellectual content. All 
authors approved the final version. AB accepts final responsibility for this work and 
controlled the decision to publish. DP and AB are joint last authors.

Funding  SLS was funded by an investigator-initiated award to AB from Pfizer 
(award number WS1940162). The work is supported by the National Institute for 
Health Research (NIHR)’s Manchester Musculoskeletal Biomedical Research Centre 
(NIHR203308), Leeds Biomedical Research Unit Centre and Leeds Medtech and In 
Vitro Diagnostics Co-operative, the NIHR Newcastle Biomedical Research Centre 
for Ageing and Long-Term Conditions and the Research into Inflammatory Arthritis 
Centre vs Arthritis. JDI is a NIHR Senior Investigator. The views expressed in this 
publication are those of the author(s) and not necessarily of the NHS; the National 
Institute for Health research or the Department of Health. This work was also 
supported by the Centre for Epidemiology Versus Arthritis (UK grant number 21755) 
and the Centre for Genetics and Genomics Versus Arthritis (UK grant number 21754) 
at the University of Manchester.

Competing interests  KLH reports grants from BMS and Pfizer, and honoraria 
from AbbVie for speaking at an educational meeting, outside the submitted work. 
AB is an NIHR Senior Investigator and has received grants from BMS, Pfizer, 
Galapagos and Scipher Medicine as well as honoraria from Roche-Chugai for 
speaking at educational meetings. SV and DP have received grants from BMS 
outside the submitted work. AWM is an NIHR Senior Investigator and has received 
grants or honoraria on behalf of the University of Leeds from Roche-Chugai, Kiniska 
Pharmaceuticals, Regeneron, Sanofi, Vifor, Abbvie and GlaxoSmithKline for work 
unrelated to this manuscript. JDI has received research funding from GSK, Janssen 
and Pfizer, and speaker/consultancy fees from AbbVie, BMS, Gilead, Roche and 
UCB outside of this submitted work. KLH is an Associate Editor at the Annals of 
Rheumatic Diseases but had no role in the peer review of this work. All other authors 
declare no other competing interests.

Patient and public involvement  Patients and/or the public were involved in the 
design, or conduct, or reporting, or dissemination plans of this research. Refer to the 
Methods section for further details.

Patient consent for publication  Not applicable.

Ethics approval  This study involves human participants. The BRAGGSS study was 
approved by NRES Committee North West – Greater Manchester South (REC Ref:04/
Q1403/37). Healthy controls reference REC 99/8/84. Participants gave informed 
consent to participate in the study before taking part.

Provenance and peer review  Not commissioned; externally peer reviewed.

Data availability statement  Data are available upon request to the authors.

Supplemental material  This content has been supplied by the author(s). It 
has not been vetted by BMJ Publishing Group Limited (BMJ) and may not have 
been peer-reviewed. Any opinions or recommendations discussed are solely those 
of the author(s) and are not endorsed by BMJ. BMJ disclaims all liability and 
responsibility arising from any reliance placed on the content. Where the content 
includes any translated material, BMJ does not warrant the accuracy and reliability 
of the translations (including but not limited to local regulations, clinical guidelines, 
terminology, drug names and drug dosages), and is not responsible for any error 
and/or omissions arising from translation and adaptation or otherwise.

Open access  This is an open access article distributed in accordance with the 
Creative Commons Attribution 4.0 Unported (CC BY 4.0) license, which permits 
others to copy, redistribute, remix, transform and build upon this work for any 
purpose, provided the original work is properly cited, a link to the licence is given, 
and indication of whether changes were made. See: https://creativecommons.org/​
licenses/by/4.0/.

ORCID iDs
Samantha Louise Smith http://orcid.org/0000-0002-4108-8497
Sebastien Viatte http://orcid.org/0000-0001-6471-3358
Kimme L Hyrich http://orcid.org/0000-0001-8242-9262
Anthony G Wilson http://orcid.org/0000-0003-4855-3926
John D Isaacs http://orcid.org/0000-0002-6103-7056
Darren Plant http://orcid.org/0000-0003-1395-9344
Anne Barton http://orcid.org/0000-0003-3316-2527

REFERENCES
	 1	 Guidi L, Marzo M, Andrisani G, et al. Faecal calprotectin assay after induction with 

anti-tumour necrosis factor α agents in inflammatory bowel disease: prediction of 
clinical response and mucosal healing at one year. Dig Liver Dis 2014;46:974–9. 

	 2	 Youssef P, Roth J, Frosch M, et al. Expression of myeloid related proteins (MRP) 8 
and 14 and the MRP8/14 heterodimer in rheumatoid arthritis synovial membrane. J 
Rheumatol 1999;26:2523–8.

 on N
ovem

ber 14, 2024 by guest. P
rotected by copyright.

http://ard.bm
j.com

/
A

nn R
heum

 D
is: first published as 10.1136/ard-2022-222519 on 21 F

ebruary 2023. D
ow

nloaded from
 

https://twitter.com/ProfJohnIsaacs
https://creativecommons.org/licenses/by/4.0/
https://creativecommons.org/licenses/by/4.0/
http://orcid.org/0000-0002-4108-8497
http://orcid.org/0000-0001-6471-3358
http://orcid.org/0000-0001-8242-9262
http://orcid.org/0000-0003-4855-3926
http://orcid.org/0000-0002-6103-7056
http://orcid.org/0000-0003-1395-9344
http://orcid.org/0000-0003-3316-2527
http://dx.doi.org/10.1016/j.dld.2014.07.013
http://dx.doi.org/10606357
http://dx.doi.org/10606357
http://ard.bmj.com/


620 Smith SL, et al. Ann Rheum Dis 2023;82:611–620. doi:10.1136/annrheumdis-2022-222519

Rheumatoid arthritis

	 3	 Frosch M, Strey A, Vogl T, et al. Myeloid-Related proteins 8 and 14 are specifically 
secreted during interaction of phagocytes and activated endothelium and are useful 
markers for monitoring disease activity in pauciarticular-onset juvenile rheumatoid 
arthritis. Arthritis Rheum 2000;43:628–37. 

	 4	 Uchida T, Fukawa A, Uchida M, et al. Application of a novel protein biochip technology 
for detection and identification of rheumatoid arthritis biomarkers in synovial fluid. J 
Proteome Res 2002;1:495–9. 

	 5	 Frosch M, Vogl T, Seeliger S, et al. Expression of myeloid-related proteins 8 and 14 in 
systemic-onset juvenile rheumatoid arthritis. Arthritis Rheum 2003;48:2622–6. 

	 6	 Wijbrandts CA, Dijkgraaf MGW, Kraan MC, et al. The clinical response to infliximab 
in rheumatoid arthritis is in part dependent on pretreatment tumour necrosis factor 
alpha expression in the synovium. Ann Rheum Dis 2008;67:1139–44. 

	 7	 Hammer HB, Haavardsholm EA, Kvien TK. Calprotectin (a major leucocyte protein) is 
associated with the levels of anti-CCP and rheumatoid factor in a longitudinal study 
of patients with very early rheumatoid arthritis. Scand J Rheumatol 2008;37:179–82. 

	 8	 Foell D, Roth J. Proinflammatory S100 proteins in arthritis and autoimmune disease. 
Arthritis Rheum 2004;50:3762–71. 

	 9	 Hyrich KL, Watson KD, Silman AJ, et al. Predictors of response to anti-TNF-alpha 
therapy among patients with rheumatoid arthritis: results from the British Society for 
rheumatology biologics register. Rheumatology (Oxford) 2006;45:1558–65. 

	10	 Andrés Cerezo L, Mann H, Pecha O, et al. Decreases in serum levels of S100A8/9 
(calprotectin) correlate with improvements in total swollen joint count in patients with 
recent-onset rheumatoid arthritis. Arthritis Res Ther 2011;13:R122. 

	11	 Nordal HH, Brokstad KA, Solheim M, et al. Calprotectin (S100A8/A9) has the 
strongest association with ultrasound-detected synovitis and predicts response to 
biologic treatment: results from a longitudinal study of patients with established 
rheumatoid arthritis. Arthritis Res Ther 2017;19:3. 

	12	 Hammer HB, Fagerhol MK, Wien TN, et al. The soluble biomarker calprotectin (an S100 
protein) is associated to ultrasonographic synovitis scores and is sensitive to change 
in patients with rheumatoid arthritis treated with adalimumab. Arthritis Res Ther 
2011;13:R178. 

	13	 Hammer HB, Odegard S, Fagerhol MK, et al. Calprotectin (a major leucocyte protein) 
is strongly and independently correlated with joint inflammation and damage in 
rheumatoid arthritis. Ann Rheum Dis 2007;66:1093–7. 

	14	 Wulffraat NM, Haas PJ, Frosch M, et al. Myeloid related protein 8 and 14 secretion 
reflects phagocyte activation and correlates with disease activity in juvenile 
idiopathic arthritis treated with autologous stem cell transplantation. Ann Rheum Dis 
2003;62:236–41. 

	15	 Nordal HH, Brun JG, Hordvik M, et al. Calprotectin (S100A8/A9) and S100A12 are 
associated with measures of disease activity in a longitudinal study of patients with 
rheumatoid arthritis treated with infliximab. Scand J Rheumatol 2016;45:274–81. 

	16	 Choi IY, Gerlag DM, Herenius MJ, et al. MRP8/14 serum levels as a strong predictor of 
response to biological treatments in patients with rheumatoid arthritis. Ann Rheum 
Dis 2015;74:499–505. 

	17	 Nair SC, Welsing PMJ, Choi IYK, et al. A personalized approach to biological therapy 
using prediction of clinical response based on MRP8/14 serum complex levels in 
rheumatoid arthritis patients. PLoS One 2016;11:1–12. 

	18	 Moncrieffe H, Ursu S, Holzinger D, et al. A subgroup of juvenile idiopathic arthritis 
patients who respond well to methotrexate are identified by the serum biomarker 
MRP8/14 protein. Rheumatol (United Kingdom) 2013;52:1467–76. 

	19	 Anink J, Van Suijlekom-Smit LWA, Otten MH, et al. MRP8/14 serum levels as a 
predictor of response to starting and stopping anti-TNF treatment in juvenile 
idiopathic arthritis. Arthritis Res Ther 2015;17:1–8. 

	20	 Tweehuysen L, Den Broeder N, Van Herwaarden N, et al. Predictive value of serum 
calprotectin (S100A8/A9) for clinical response after starting or tapering anti-TNF 
treatment in patients with rheumatoid arthritis. RMD Open 2018;4:1–7. 

	21	 Patro PS, Singh A, Misra R, et al. Myeloid-Related protein 8/14 levels in rheumatoid 
arthritis: marker of disease activity and response to methotrexate. J Rheumatol 
2016;43:731–7. 

	22	 Bagri NK, Karmakar S, Haldar P, et al. Role of serum MRP8/14 in predicting response 
to methotrexate in children with juvenile idiopathic arthritis. J Clin Rheumatol 
2021;27:e336–41. 

	23	 García-Arias M, Pascual-Salcedo D, Ramiro S, et al. Calprotectin in rheumatoid 
arthritis: association with disease activity in a cross-sectional and a longitudinal 
cohort. Mol Diagn Ther 2013;17:49–56. 

	24	 Nielsen UB, Bruhn LV, Ellingsen T, et al. Calprotectin in patients with chronic 
rheumatoid arthritis correlates with disease activity and responsiveness to 
methotrexate. Scand J Clin Lab Invest 2018;78:62–7. 

	25	 Obry A, Lequerré T, Hardouin J, et al. Identification of S100A9 as biomarker of 
responsiveness to the methotrexate/etanercept combination in rheumatoid arthritis 
using a proteomic approach. PLoS One 2014;9:e115800. 

	26	 Barendregt AM, Veldkamp SR, Hissink Muller PCE, et al. MRP8/14 and neutrophil 
elastase for predicting treatment response and occurrence of flare in patients with 
juvenile idiopathic arthritis. Rheumatology (Oxford) 2020;59:2392–401. 

	27	 Potter C, Hyrich KL, Tracey A, et al. Association of rheumatoid factor and anti-cyclic 
citrullinated peptide positivity, but not carriage of shared epitope or PTPN22 
susceptibility variants, with anti-tumour necrosis factor response in rheumatoid 
arthritis. Ann Rheum Dis 2009;68:69–74. 

	28	 Prevoo ML, van ’t Hof MA, Kuper HH, et al. Modified disease activity scores that 
include twenty-eight-joint counts. development and validation in a prospective 
longitudinal study of patients with rheumatoid arthritis. Arthritis Rheum 
1995;38:44–8. 

	29	 Aletaha D, Nell VPK, Stamm T, et al. Acute phase reactants add little to composite 
disease activity indices for rheumatoid arthritis: validation of a clinical activity score. 
Arthritis Res Ther 2005;7:R796–806. 

	30	 van Gestel AM, Prevoo ML, van ’t Hof MA, et al. Development and validation of 
the european league against rheumatism response criteria for rheumatoid arthritis. 
comparison with the preliminary american college of rheumatology and the world 
health organization/international league against rheumatism criteria. Arthritis Rheum 
1996;39:34–40. 

	31	 Aletaha D, Martinez-Avila J, Kvien TK, et al. Definition of treatment response in 
rheumatoid arthritis based on the simplified and the clinical disease activity index. 
Ann Rheum Dis 2012;71:1190–6. 

	32	 DAS-score website - alternative validated formulae. Available: https://www.das-​
score.nl/en/das-and-das28/how-to-meaure-the-das28/how-to-calculate-the-das28/​
alternative-validated-formulae [Accessed 5 Oct 2022].

	33	 Hensor EMA, McKeigue P, Ling SF, et al. Validity of a two-component imaging-derived 
disease activity score for improved assessment of synovitis in early rheumatoid 
arthritis. Rheumatology (Oxford) 2019;58:1400–9. 

	34	 StataCorp. Stata statistical software: release 14. College Station, TX: StataCorp LP, 
2015.

	35	 Berntzen HB, Olmez U, Fagerhol MK, et al. The leukocyte protein L1 in plasma and 
synovial fluid from patients with rheumatoid arthritis and osteoarthritis. Scand J 
Rheumatol 1991;20:74–82. 

	36	 Cordingley L, Prajapati R, Plant D, et al. Impact of psychological factors on subjective 
disease activity assessments in patients with severe rheumatoid arthritis. Arthritis 
Care Res (Hoboken) 2014;66:861–8. 

	37	 Mylemans M, Nevejan L, Van Den Bremt S, et al. Circulating calprotectin as biomarker 
in neutrophil-related inflammation: pre-analytical recommendations and reference 
values according to sample type. Clin Chim Acta 2021;517:149–55. 

	38	 de Jager W, Bourcier K, Rijkers GT, et al. Prerequisites for cytokine measurements in 
clinical trials with multiplex immunoassays. BMC Immunol 2009;10:52. 

	39	 Tibble J, Teahon K, Thjodleifsson B, et al. A simple method for assessing intestinal 
inflammation in Crohn’s disease. Gut 2000;47:506–13. 

	40	 La C, Lê PQ, Ferster A, et al. Serum calprotectin (S100A8/A9): a promising biomarker 
in diagnosis and follow-up in different subgroups of juvenile idiopathic arthritis. RMD 
Open 2021;7:1–8. 

	41	 Ramírez J, Cuervo A, Celis R, et al. Biomarkers for treatment change and radiographic 
progression in patients with rheumatoid arthritis in remission: A 5 year follow-up 
study. Rheumatol (United Kingdom) 2021;60:667–74. 

	42	 De Moel EC, Rech J, Mahler M, et al. Circulating calprotectin (S100A8/A9) is higher 
in rheumatoid arthritis patients that relapse within 12 months of tapering anti-
rheumatic drugs. Arthritis Res Ther 2019;21:1–8. 

	43	 Gerss J, Roth J, Holzinger D, et al. Phagocyte-specific S100 proteins and high-
sensitivity C reactive protein as biomarkers for A risk-adapted treatment to maintain 
remission in juvenile idiopathic arthritis: A comparative study. Ann Rheum Dis 
2012;71:1991–7. 

	44	 Hinze CH, Foell D, Johnson AL, et al. Serum S100A8/A9 and S100A12 levels 
in children with polyarticular forms of juvenile idiopathic arthritis: relationship 
to maintenance of clinically inactive disease during anti–tumor necrosis factor 
therapy and occurrence of disease flare after discontinu. Arthritis Rheumatol 
2019;71:451–9. 

	45	 Boyko Y, Ivanova V, Vakaruk M, et al. Blood calprotectin in children with juvenile 
idiopathic arthritis: relationship to flare development after discontinuation of 
treatment. Reumatologia 2020;58:202–7. 

 on N
ovem

ber 14, 2024 by guest. P
rotected by copyright.

http://ard.bm
j.com

/
A

nn R
heum

 D
is: first published as 10.1136/ard-2022-222519 on 21 F

ebruary 2023. D
ow

nloaded from
 

http://dx.doi.org/10.1002/1529-0131(200003)43:3<628::AID-ANR20>3.0.CO;2-X
http://dx.doi.org/10.1021/pr025531w
http://dx.doi.org/10.1021/pr025531w
http://dx.doi.org/10.1002/art.11177
http://dx.doi.org/10.1136/ard.2007.080440
http://dx.doi.org/10.1080/03009740701874451
http://dx.doi.org/10.1002/art.20631
http://dx.doi.org/10.1093/rheumatology/kel149
http://dx.doi.org/10.1186/ar3426
http://dx.doi.org/10.1186/s13075-016-1201-0
http://dx.doi.org/10.1186/ar3503
http://dx.doi.org/10.1136/ard.2006.064741
http://dx.doi.org/10.1136/ard.62.3.236
http://dx.doi.org/10.3109/03009742.2015.1107128
http://dx.doi.org/10.1136/annrheumdis-2013-203923
http://dx.doi.org/10.1136/annrheumdis-2013-203923
http://dx.doi.org/10.1371/journal.pone.0152362
http://dx.doi.org/10.1093/rheumatology/ket152
http://dx.doi.org/10.1186/s13075-015-0723-1
http://dx.doi.org/10.1136/rmdopen-2018-000654
http://dx.doi.org/10.3899/jrheum.150998
http://dx.doi.org/10.1097/RHU.0000000000001406
http://dx.doi.org/10.1007/s40291-013-0016-9
http://dx.doi.org/10.1080/00365513.2017.1413591
http://dx.doi.org/10.1371/journal.pone.0115800
http://dx.doi.org/10.1093/rheumatology/kez590
http://dx.doi.org/10.1136/ard.2007.084715
http://dx.doi.org/10.1002/art.1780380107
http://dx.doi.org/10.1186/ar1740
http://dx.doi.org/10.1002/art.1780390105
http://dx.doi.org/10.1136/annrheumdis-2012-201491
https://www.das-score.nl/en/das-and-das28/how-to-meaure-the-das28/how-to-calculate-the-das28/alternative-validated-formulae
https://www.das-score.nl/en/das-and-das28/how-to-meaure-the-das28/how-to-calculate-the-das28/alternative-validated-formulae
https://www.das-score.nl/en/das-and-das28/how-to-meaure-the-das28/how-to-calculate-the-das28/alternative-validated-formulae
http://dx.doi.org/10.1093/rheumatology/kez049
http://dx.doi.org/10.3109/03009749109165280
http://dx.doi.org/10.3109/03009749109165280
http://dx.doi.org/10.1002/acr.22249
http://dx.doi.org/10.1002/acr.22249
http://dx.doi.org/10.1016/j.cca.2021.02.022
http://dx.doi.org/10.1186/1471-2172-10-52
http://dx.doi.org/10.1136/gut.47.4.506
http://dx.doi.org/10.1136/rmdopen-2021-001646
http://dx.doi.org/10.1136/rmdopen-2021-001646
http://dx.doi.org/10.1093/rheumatology/keaa258
http://dx.doi.org/10.1186/s13075-019-2064-y
http://dx.doi.org/10.1136/annrheumdis-2012-201329
http://dx.doi.org/10.1002/art.40727
http://dx.doi.org/10.5114/REUM.2020.98431
http://ard.bmj.com/

	Pre-­treatment calprotectin (MRP8/14) provides no added value to testing CRP alone in terms of predicting response to TNF inhibitors in rheumatoid arthritis in a post hoc analysis
	Abstract
	Introduction﻿﻿
	Materials and methods
	Patient selection
	Definition of treatment response
	Sample collection
	Measurement of MRP8/14
	Statistical analysis
	Patient involvement

	Results
	Calprotectin is associated with baseline markers of disease activity
	Higher proportion of EULAR responders have high pre-treatment MRP8/14
	Utility of MRP8/14 in addition to CRP
	Removing the effect of CRP from the outcome: CDAI
	MRP8/14 changes over time in ADA responders

	Discussion
	References


