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Figure S1. Single radial diffusion test for determination of AGP in BA1 (A12 ~ ¢ =2.5 mg/mL,
Ass~c=5.0mg/mL, Ass ~ c=10mg/mL). A calibration curve was generated using gum arabic
as standard (from B to Bs ~ ¢=0.25, 0.5, 1.25, 2.5 and 5.0 mg/mL).
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Figure S1: TLC of TFA-hydrolyzed BA2 and reference sugars (Ara: arabinose, Fru: fructose, Fuc: fucose,
Gal: galactose, Glu: Glucose, Man: mannose, Rha: rhamnose, Rib: ribose, Xyl: xylose, GalAc:
galacturonic acid, GluAc: glucuronic acid)
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Figure S3: Relative cell viability of AGS cells after incubation with different con-centrations of RPS and
FE of Basella alba for 24 h. Values are mean + SD with n = 8 rep-licates from three independent
experiments. *** p < 0.0001 compared to negative control (NC: cells in FCS free medium = 100 %);
positive control (PC): AGS cell culture medium supplemented with 10 % FCS.



Figure S4: Morphology of Basella alba whole plant (left), and Basella alba’s stem used for the research

(right)

Table S1: Pattern search in the SwissProt database using peptide TFQGP-PHGIQVER

entries for RBL.
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