Who is at risk?

SCD is caused by the inheritance of a
Isickle haemoglobin gene from both
biological parents. The gene is thought to
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cell disease (SCD) —
do we need to worry? N
Almost one in thirty deaths of
children under-5 worldwide
are linked to SCD. SCD can be
life threatening or
complications such as stroke,
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Highlighting its prevalence in :
certain communities may lead to
better targeting of resources but
may also stereotype people being at
risk. Thus there is a double edge
sword of stigmatisation of the groups
considered to be high risk and
exclusion of other groups from
research, screening and treatment.
It seems impossible to cover all

an indicator as high risk groups
h include all skin colours. Almost al
he terms used refer to recent
ethnic background whereas th
hgene could literally be
arried by anyone
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groups so is universal screening for
all age groups more appropriate . . .
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thave emerged as an protective adaptation to

isickle gene is most common today but the
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fashion. The list of countries are too
numerous, haming regions such as

risk countries such as South Africa
and Botswana and skin colour is not
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Results

At risk groups are described in
research and screening policies by
ethnic group, region, sub-region,
continent, country, race, skin
colour or as someone originating
from current or past endemic
malarial areas. ‘Origin’ could be
defined as recent as biological
parents or as ancient as being a
descendent of someone of
endemic malarial areas of
. Neolithic Africa or countries
within these latitudes.

The descriptions

of risk were usually provided

as a list of 2 or more of these terms,
never all. The majority of SCD/SCT

Lresearch is generated in the U.S.A. hence

fAfrican American’ was an extremely
common description of risk. There is
0 consensus of how to describe an#
: individual who may be
at risk
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‘India — tribal belts of Central
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