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Two-domain constructs of active translational
B isoforms in human glucocorticoid receptor
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Figure 2




Opto-allosteric inhibition

80 B=H

LOV?2 uniRapR pZ:)
domain domain )
Chemo-allosteric activation

s target
protein
chemical
Phe
active site 'S
L’s’» V

@ < Conformational change >

Local unfolding

ICooperative DNA-Nanodevice

C /\ Ligand Ligand
N N
=t =

2 2

[ o

S

3 n,=2.1£0.1
Op

100 10® 10 10+
[Ligand] (M)

Figure 3




