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Cohort Cases Controls Case MAF Control MAF OR (95% Cl) P
Italy 2,853 2,143 1.28% 0.82% 1.45 (0.90-2.34)
United Kingdom 449 226 3.56% 1.33% 2.07 (0.85-5.07)
Belgium / France 1,150 595 1.91% 1.26% 1.42 (0.75-2.68)
USA 3,777 33,365 2.01% 1.46% 1.45 (1.19-1.75)
Present Study 8,229 36,329 1.83% 1.42% 1.46 (1.24-1.73) 9.23 x 10'6
Van Rheenen Study 12,577 23,475 2.23% 1.75% 1.33 (1.17-1.52) 1.13 x 10'5
Combined Discovery Set 20,806 59,804 2.07% 1.55% 1.38 (1.25-1.53) 6.43 x 10'10
Replication 4,160 18,650 1.73% 1.32% 1.38 (1.14-1.66) 1.24 x 10'3
Joint 24,966 78,454 2.01% 1.49% 1.38 (1.26-1.51) 2.31x 10'.|2
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