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Figure 2.  A. Distribution of FGFR3 point mutations according to bladder tumour stage.  B. FGFR3 protein expression in relation to mutation 

according to bladder tumour stage.  Expression above that in normal urothelium ŝƐ ĚĞĨŝŶĞĚ ĂƐ ͞ŚŝŐŚ͟ ĂŶĚ ƚŚĞ ƐĂŵĞ Žƌ ůŽǁĞƌ ůĞǀĞůƐ ƚŚĂŶ ŶŽƌŵĂů 
urothelium ĂƐ ͞ůŽǁ͘͟ DĂƚĂ ŝƐ ĨƌŽŵ Ă ŽŶĞ-year cohort of patients from a single institution.  Adapted from reference 51.
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