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Supplementary Material for

Effects of EGFR Inhibitor on Helicobacter pylori Induced
Gastric Epithelial Pathology in Vivo

Figure S1. Sequence alignment of Mongolian gerbil Adaml7, Egfr and Hb-egf. (A)
Alignment of 213 bp portion Adaml7 cDNA sequence for the Mongolian gerbil, mouse,
rat, Chinese hamster and human. Those nucleotides in other species which are similar to
those in the Mongolian gerbil are typed in stars, while those different are typed in letters.
The degree of nucleotide identity observed between Mongolian gerbil and other species
were 95% for mouse (Accession No. 9945314), 95% for rat (Accession No. 9945329), 95%
for Chinese hamster (Accession No. AF380348) and 94% for human (Accession No.
14722411); (B) Alignment of 216 bp portion Egfr cDNA sequence for the Mongolian
gerbil, mouse, rat, Chinese hamster and human. Those nucleotides in other species which
are similar to those in the Mongolian gerbil are typed in stars, while those different are
typed in letters. The degree of nucleotide identity observed between Mongolian gerbil and
other species was 92% for mouse (Accession No. AF275367), 91% for rat (Accession No.
M37394), and 80% for human (Accession No. X00588); (C) Alignment of 200 bp portion
(Hb-egf) cDNA sequence for the Mongolian gerbil, mouse, rat, Chinese hamster and
human. Those nucleotides in other species which are similar to those in the Mongolian
gerbil are typed in stars, while those different are typed in letters. The degree of nucleotide
identity observed between Mongolian gerbil and other species was 93% for mouse
(Accession No. 6754177), 93% for rat (Accession No. L05489), 90% for Chinese hamster
(Accession No. AF069753) and 79% for human (Accession No. M60278). Nucleotides
identical to those in the Mongolian gerbil are indicated by *; Numbers in the right hand
column are the nucleotide position assigned in each of the respective database entries.
Primer sites for qPCR in bold.
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A, Adaml¥ segquence

CGTACGTCGATGCAGAGCAARRAGARC TTATTTTTGAGGAARGGLAAGCCC 50 Gerbil

FEHFATTFAAAAETAAATAAAATAANASAAGIAARANERAAASARXE5%4%D0 185587 Mouse
FTHFFEXEFEFXAETA XA T TN EXAXARERIXRERARNRAXTXIANRXETAERES 21228 Rat
CEEATEFAAAALNTTIAATAAANATTINNATAAATAIANENSNRANTRNRNNERNN 1872 C.ham=ster

FCEFTHEFEFLXT AT A XAAA T RN EXAXEAREXIXAERARARARATANFQFAE+%%Y 2051 Human

TGTACAGTAGGGTTTTGTGATATGALTGGAAAATGTGLARAACGAGTACA 100 Gerhil
EEEXEERE TR R L ERX LA CAANCHERXAX TR XS R LAXXFGEATERERNALTE 1037 Mouse

FEREFFARFRTARTAENRTARANFTAFACEFAARFTREARCHAEARARRRASAGHNEINRRGHNERES 2175 Rat
FEFFTXXXTLEAETNNATERASACHANEICHAACASTRANERAAEERNNATRRTHEY 1922 C, hamster

FEREFFARFRAFFQAFAFRANFTAFACEFAARNIRAFRCHAEARARRRASAGHENEFTNE%%F% 2101 Human

GEATGTAATTGAGCGATTTTGGGATTTCATTGACCAGCTGAGCATCAACA 150 Gerbil
EERCEEREEEELERX L AR LTLLLEAX SRR LALAXXLRXRALERLRLL+% 10987 Mouse

FERHCHEARRTAARNATAFAAGAAA AN AAAAAAEARAAAAAAAARAANINGRAAORES 2223 Rat
EFEEFEXEFEAFAAEXTAXAAE T RN AXAXEIREXIXRERAXAXRAXTATARXRTAE+%%E% 1972 C . hamster

FEHFAFTFTAAAEAETJAATAAATAAANSSAANATASAAANERAAESRXAAEAERTY 2151 Human

CTTTCGGAARAGTTTTITGGC AGACARCATCGTTGGGTCTGTTCTGGTTTTC 200 Gerhbil
EEEETEEGEEE LR RO AR R R LR AT AR AR AR AR AR AR AR AR R AR H%% 2037 Mouse

FEXATEIAGFIEATTIANCAIATTAAANATIAANTTISAANARINANTNNNTNNNDTS 2273 Rat
FEREFTHFGFFEATETA RN T RNEXAXAREXIRQFAFRRCHRACREFRTAERES 2022 C.hamster

FEAATIAAANATTIANATJAITATAAANNTAANTASAANERNNNCHANNTANNSTS 2201 Hurman

TCCTTGATLTTTT 213 Gerhbil
TEEREEREERLE T 2050 Mouse
FTEEEEEERERETE 2286 Rat
TEEHEEEEEEE S 2035 C.hamster
FTEREETEERELETE 2014 Huaman

B. Egfr segquence

TGECTGECTATGTGC TCATTGCCCTCAACAC TG TGEAGAGGATCCCTCTGEAGAACC TGS 60 Gerbil

FERFACHEEFAAEATTANCHAAAAATAAANSSAANSACAATAAAASQANAAAATHIRRRANSSAAAES 5558 Mouse
EEEFEXEFREAXAXATERAT A RN AXRAGQIAFIACHAFAAFRARLDAFTARANRATHEARREXANNTEY 4556 Rat

FEARATTATHAATTINCAATAATAAANNTAANATQAIANNANCONLAATHEARITESNNTANETTTTT 499 Human

AAATCATCAGGGRARATGCTCTGTACGRARACACCTATGCCTTAGCCGTCCTGTCCALCT 120 Gerbil
A GE R R R R R R R A AR R A R A TR A TE A AR AR A AR AR AR R AR AR AR R QoA _ R %% % 505 Mouse

FEFATATAAAEATTINNATAATTAACATTAANTTISAANAACATTNNANTANRNENRNNSTNNYT 52 76 Rat

FEEFREREREFQFA RN R R ANATGTACF T I TEFRTATTHF AT XTI RXINEN RN FANTHAFSITH®F% 559 Human

BCGEGGCAMACAGAAC TGEGCTCAGGGAACTGCCTATGCGGAACTTACAGGARATCCTGA 150 Gerbil
ETHE AT AR RS LR XL AR AL ATHERX L AR ALELCOHXLE RIS S LEXXLERALLSLEXTT 556 Mouse

FTHFFRAFCHEFFAFALFFAAAFTAARNATHERNIREARTAEARACHFAARRANANRRNAFANERRRITHRS S 556 Rat

ETHATE R RS TE AR X TR AL FEGRAXTEGA AT ESCHRXAFTATLNSTERETXLEETXLLH 5540 510 Humwan

CCGETECTGTGCGETTCAGCAACARACCCCATCCTCT 216 Gerbil

TTHEHFHAEAEFAALXTFQAFTFAFAAFAEETIANATRIXATERANS 592 Mous=se
THFEFEFXFEXTRXIEJARITHEFAIRAEXAXEIRERTXERASE 22 Rat

ATHFFCEFCHALTFXAATTAAAEAETAANTARAEER NN 547 Human
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Figure S1. Cont.
C. Hb-egf seifuence

GTGTTGTC TG T TG TGACC GG TFAGAGTCTGGAGC GHC TTCGRAGAG G
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