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Abstract

The interconnecting links between individuals in an animal social network are often defined by discrete, directed behaviours,
but where these are difficult to observe, a network link (edge) may instead be defined by individuals sharing a space at the
same time, which can then be used to infer a social association. The method by which these associations are defined should
be informed by the biological significance of edges, and therefore often vary between studies. Identifying an appropriate
measure of association remains a challenge to behavioural ecologists. Here, we use automatically recorded feeder visit data
from four bird systems to compare three methods to identify a social association: (1) strict time-window, (2) co-occurrence
in a group, and (3) arrival-time. We tested the similarity of the resulting networks by comparing the repeatability and sen-
sitivity of individuals’ social traits (network degree, strength, betweenness). We found that networks constructed using dif-
ferent methods but applying similar, ecologically relevant definitions of associations based on individuals’ spatio-temporal
co-occurrence, showed similar characteristics. Our findings suggest that the different methods to construct animal social
networks are comparable, but result in subtle differences driven by species biology and feeder design. We urge researchers
to carefully evaluate the ecological context of their study systems when making methodological decisions. Specifically,
researchers in ecology and evolution should carefully consider the biological relevance of an edge in animal social networks,
and the implications of adopting different definitions.

Significance Statement
Time series data containing animal identities in physical and temporal proximity are commonly used to infer social networks
from wild animals. To identify biologically-relevant social associations, researchers develop definitions specific to their study
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system. However, researchers’ degrees of freedom in defining what constitutes a social association (as opposed to discrete
interactions, which are usually well-defined) and the implications of using different definitions are often ignored. Here, we
compare the structure of networks generated using three methods of social association definitions applied to spatio-temporal
data streams from four avian study systems. We found that networks are largely robust to changing social association defini-
tions, with subtle differences. Our results underpin the importance of a priori association definition to infer social networks,
as small decisions can influence structures of networks. Researchers should provide validation or biological justification
when defining social network edges based on association in time and space.

Keywords Animal behaviour - Gambit of the group - Sociality - Social network - RFID

Introduction

Sociality - one’s propensity to socialise with others - has
important consequences for life history and evolutionary
processes (Wey et al. 2008; Maldonado-Chaparro et al.
2018). For example, sociable individuals can experience
increased survival or reproductive success (Silk et al. 2009;
Oh and Badyaev 2010; Formica et al. 2012; Stanton and
Mann 2012; Maldonado-Chaparro et al. 2018; Dunning et al.
2023) and better access to information and resources (e.g.,
Aplin et al. 2012), compared to less sociable individuals.
The social structure of a population also has implications
for the transmission of infectious disease and information
(Keeling and Eames 2005; McDonald et al. 2013; Kurvers
et al. 2014; Aplin et al. 2015b; Albery et al. 2021; Beck et al.
2023). Such social dynamics are generally measured using
social networks, defined by a set of nodes and interconnect-
ing edges. Social network analysis is commonly used to
quantify connections between individuals (Croft et al. 2008;
Wey et al. 2008) and the importance of social links has been
demonstrated across systems (in birds: Covas et al. 2006;
McDonald 2007; Oh and Badyaev 2010; Firth et al. 2016;
in mammals: reviewed in Silk 2007; and in invertebrates;
Formica et al. 2012; Wice and Saltz 2021; Cook et al. 2023;
and, among individuals of different species: Hillemann et al.
2019). However, the definitions of these links - what consti-
tutes a social relationship - and the methods used to define
them vary among studies.

In the wild, it can be challenging to directly observe
social interactions among individuals and so, social con-
nectivity is often inferred from individuals overlapping in
space and time — an aggregation. Aggregations, while gen-
erally describing spatio-temporal co-occurrence, may vary
in their intentionality, intensity and duration. For example,
moths gathering around a light source can be explained by
proximate causes rather than by social or intentional asso-
ciation (Tinbergen 1953). Researchers often then seek to
extract social data from aggregations of animals by defin-
ing parameters to extract something proximal to social
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intentionality, that is, that two or more individuals choose
to associate with each other, over all others. We refer to
this as an association. We refer to groupings, driven by
non-social factors, as aggregations (following Krause and
Ruxton 2002).

The need to distinguish between different forms of aggre-
gation is dependent on research objectives. For example,
non-social aggregation may be more relevant than the
strength and identity of social associations in diluting pre-
dation risk or behavioural transmission (for example Cress-
well 1994; Krause and Ruxton 2002; Sorato et al. 2012;
Voelkl et al. 2016, Firth 2020); Whereas. the identity and
behavioural preferences of associating individuals is impor-
tant when measuring the drivers of individual mate choice
(Oh and Badyaev 2010; Wascher et al. 2015; Beck et al.
2021; Dunning et al. 2023). The question then, of how social
associations are extracted from aggregations of individual
animals is long-standing in animal behaviour studies, and
open to interpretation.

Recent methodological advances, from Radio-frequency
identification (RFID) feeder design (Bridge et al. 2019;
Youngblood 2019), data processing (Farine 2017; Iserbyt
et al. 2018), and hypothesis testing (Hart et al. 2022a, b),
aim to discern social associations through membership of
discrete social groups — the gambit of the group method
(Whitehead and Dufault 1999; Franks et al. 2010). This
gambit of the group method assumes that individuals that
overlap in space and time, to some extent, are associated
with each other, hence co-occurring individuals are treated
as a social group. Such associations can be inferred from
temporal presence/absence data at central resources. These
approaches are typically used for species that are difficult
to observe in the wild, like small mammals (Godsall et al.
2014; Evans et al. 2021; Raulo et al. 2021) or birds, that feed
and shelter communally (Ringsby et al. 2009; Mariette et al.
2011; Farine 2017; nchez-Tdjar et al. 2017; Bandivadekar
et al. 2018; Firth et al. 2018; Broughton et al. 2019; Hille-
mann et al. 2020), but defining what constitutes a social unit
presents a challenge.
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A) Association definitions B) RFID systems
a) Strict time window
Arrivals 1 2 3

Detections |III|IIIIIIII Ill|ll|l

b) Gaussian mixture model (GMM)

Arrivals

Detections 2

Arrivals

H 3
Detections |III|IIIIIIII III|I|||

Fig.1 A Three association definitions applied to sampled RFID data
streams. Black lines denote individuals visiting a feeder where three
are highlighted (one, two and three). The time-window definition
(Aa) where individuals are considered associating when they overlap
in space within (A t) of each other. The GMM (Ab) definition identi-
fies the start and the end of gathering events, denoted here with red
dotted lines. Finally, arrival-time (Ac) defines an association where
individuals overlap by A t of their arrival (first detection) at the
RFID antenna. An individual can only be recorded as arriving again

One common approach to infer associations from these
data, is to use a strict time-window (At; Fig. 1Aa) within
which all individuals co-occurring at the same location and
time are defined as socially associating. For example, asso-
ciations have been defined between PIT (Passive Integrated
Transponder)-tagged house sparrow Passer domesticus,
foraging at the same RFID feeder within three seconds of
each other (Plaza et al. 2019). Where spatial and tempo-
ral proximity is most important for the research question, a
time window approach is the simplest method for defining
spatio-temporal overlap. However, if the time-window is too
short, socially associated individuals may not be identified
as belonging to the same group, yet, if the time-window
is too long, associations are inappropriately defined within
non-social aggregations of birds (Croft et al. 2008; Psorakis
et al. 2015).

To solve this problem, gaussian mixture models have been
developed to identify discrete grouping events in temporal
data streams (GMM; Psorakis et al. 2012, 2015; Fig. 1Ab).
The GMM approach considers dynamically changing time-
windows, determined by periods of increased activity at a
bird feeder (Psorakis et al. 2012). The publication of an asso-
ciated R package “asnipe” (Farine 2013) has led to popular
usage across many bird (see, Moyers et al. 2018; Broughton
et al. 2019; Evans and Morand-Ferron 2019; Whiteside et al.
2019; Taff et al. 2019; Brandl et al. 2021; Madsen et al.
2021; Beltrao et al. 2022), and non-bird systems (Findlay

after a period of absence defined by A i. B. Radio Frequency Identi-
fication (RFID) experimental set-up in four systems: (a) open RFID
antenna on Lundy Island, UK house sparrows Passer domesticus ;
(b) RFID antenna at the entrance to a feeding chamber at Broken
Hill, Australia for house sparrows; (¢) Great tit Parus major interact-
ing with a single RFID antenna at Wytham woods, UK; (d) Sociable
weaver Philetairus socius visiting four RFID antenna mounted at
Benfontein Nature Reserve, South Africa

et al. 2016; Poirier and Festa-Bianchet 2018; Zeus et al.
2018; Skinner and Miller 2020).

Similarly to the strict time-window, the biological valid-
ity of using a GMM approach depends on the biology of
the species and and experimental design study system.
The GMM approach was specifically designed to identify
bursts of activity at bird feeders, and was developed for
a system of foraging great tits Parus major, which form
small fission-fusion flocks over the non-breeding season.
This approach may not be suitable for other systems; for
example, house sparrow, that form highly gregarious flocks
with loose group-level social preferences (T6th et al. 2009;
Havlicek et al. 2022; Dunning et al. 2023). In such gregari-
ous systems, GMMs may struggle to identify group limits,
preventing the definition of associations within aggregations
of birds at a feeder. This can be problematic if the research-
ers are more interested in questions where the identities of
socially associated individuals matter.

In systems like house sparrows, the time between the
arrival of individuals to a feeder may be more suitable to
infer associations (hereafter Arrival-time approach; Dun-
ning et al. 2023; Chan and Dunning 2023; Fig. 1Ac). Unlike
the strict time window approach and GMM, the arrival-
time approach assumes that flocks of socially associated
individuals are more likely to arrive together at a resource,
than to individuals who are not, capturing finer-scale move-
ment behaviours between associated individuals rather than

@ Springer



26 Page 4 of 15

Behavioral Ecology and Sociobiology (2025) 79:26

proximity at a feeder (McKinnon et al. 2006; Atton et al.
2012; Hilleman et al. 2020).

Determining an appropriate definition for the edges in
a social network, such that they represent a social associa-
tion, is not trivial; while decisions are based on the scientific
questions of interest and should consider the study system’s
biology, these a priori decisions (Castles et al. 2014; Carter
et al. 2015; Farine 2015; Farine and Whitehead 2015), and
often applied without biological justification or validation
steps. Yet, there is limited appraisal in the literature on how
(1) different association definitions can influence the result-
ing social network structure, when applied to the same data
stream; and, (2) how the same methods compares across
different study systems of different species and with subtly
different social behaviours.

Here, we test how different methodological approaches
used to infer associations in animal social behaviour stud-
ies can influence resulting social networks in systems with
different biology and behaviours. To this end, we tested the
effect of three commonly used methods (1. strict time-win-
dow, 2.GMM, 3. arrival time), in four avian study systems,
and described the factors that influence the resulting net-
work topology, individual network position and its repeat-
ability. Additionally, we compared the performance of the
approaches under different parameterisation (e.g., varying
the time window from 1 to 300 s for the strict time-window
and arrival time approaches). With the prevalent use of tem-
poral data streams to infer social networks in behavioural
ecology, our results can inform animal behaviour researchers
on the consequences of their methodological choices when
working with spatio-temporal data.

Materials and methods
Systems

We collected data from wild PIT-tagged birds at four sys-
tems: Two house sparrow populations, at Broken Hill, Aus-
tralia, and Lundy Island, UK; one sociable weaver popula-
tion at Benfontein Nature reserve, South Africa; and a great
tit population at Wytham woods, UK. In all four systems,
RFID antennas were mounted at a bird feeder to record PIT
tagged individuals (Fig. 1B). All data collection was auto-
mated, and blind methods were used when all behavioral
data were analyzed.

1) House sparrow on Lundy Island, Devon, UK (51.11 N,
4.40 W): We collected RFID data between November
2015 and January 2016 from the long-term study of
house sparrows on Lundy Island where they breed and
winter around a small village at the island’s southern
end. House sparrows are socially monogamous and
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2)

3)

4)

territorial during the breeding season, nesting in cavi-
ties, often in loose colonies. During the non-breeding
period house sparrows form gregarious flocks, and often
aggregate around food sources (Havlicek et al. 2022).
On Lundy, we caught>95% of the house sparrow popu-
lation (Simons et al 2015) and fitted subcutaneous PIT
tags, which had no effect on fitness (Schroeder et al.
2011). Individuals were recorded visiting a single, 7.8”
x 7.8” RFID antenna (DorsetID, Netherlands) mounted
below a large seed reservoir and positioned centrally
in the study system (Fig. 1Ba), within the home range
of all sparrows in the population. Several sparrows can
access the feeder at the same time. PIT tags were read
approximately every 0.25 s. The RFID system was active
when power was available between 6:00 and 00:35 daily
(Schroeder et al. 2012).

House sparrow at Broken Hill, New South Wales, Aus-
tralia (31.57 S, 141.27E): We used data from house spar-
rows visiting one RFID feeding station throughout the
non-breeding period in July and August 2022, in Broken
Hill, a town of around 1,900 hectares. The ecology of
the house sparrows here is broadly like those on Lundy
Island. A single feeding station had an RFID antenna
fitted around an entrance hole (Priority 1 RFID, Mel-
bourne, Australia) that led to a feeding chamber, inside a
metal net cage (Fig. 1Bb). This feeder was in the home-
range of only a small proportion of the Broken Hill spar-
row population of approximately 19,000 individuals,
of which less than ~2% were tagged. Sparrows were
implanted with subcutaneous PIT tags (Micro Products
Australia Mini Microchips, 1.4 X 8.5 mm, 0.52 g) and
were recorded when they entered and when they exited
the feeding chamber. PIT tags were read approximately
every 0.5 s.

Great tit in Wytham woods, Oxfordshire, UK (51.46 N,
01.20 W): We used data collected between Decem-
ber 2011 and February 2012 from eight feeders at the
northern extent (the Great Woods) of Wytham Woods,
a largely broadleaf deciduous woodland surrounded by
open arable farmland. Pairs of great tits establish terri-
tories during the breeding season, but this territoriality
breaks down during the autumn and winter, when birds
form loose fission-fusion flocks with unrelated indi-
viduals that forage together (Hinde 1952). Bird feeders
had two access ports, both fitted with an RFID antenna
(Dorset ID, Netherlands, Fig. 1Bc). The feeders were
operational every week, from pre-dawn Saturday morn-
ing until after dusk on Sunday evening, and PIT tags
were read approximately every 0.25 s.

Sociable weavers in Benfontein Nature reserve, North-
ern Cape, South Africa (28.51 S, 2.46E): Sociable
weavers are highly social, colonial nesting passerines,
endemic to Southern Africa. Outside of the breeding
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period they form large gregarious foraging flocks com-
posed of mixed family groups (Ferreira et al. 2020). We
collected social data at two feeder boxes placed next to
each other on the ground (Fig. 1Bd) during the breeding
season, between December 2017 and February 2018.
Each feeder box had four perches, each with an attached
RFID antenna (Priority 1 RFID, Melbourne, Australia),
over four feeding trays. Although this setup only allowed
one bird to access a feeding tray at once, four birds could
feed at adjacent perches at the same time, and these co-
occurring birds were considered as feeding at the same
time during network construction. All captured weavers
were fitted with a PIT tag mounted to a plastic leg-ring.
PIT tags were read approximately every 0.5 s.

Social network construction using different
association definitions

We built three networks for each system, one for each asso-
ciation definition (Figs. 1), (1) time-window (Fig. 1Aa); (2)
GMM (Psorakis et al. 2012, 2015; Farine 2017; Fig. 1Ab);
(3) arrival-time definitions (Dunning et al. 2023; Fig. 1 Ac).
We built weighted networks, scaled using the simple ratio
index (Farine and Whitehead 2015), and undirected net-
works in R (R Core Team 2023). We applied these general
parameters between systems:

1) Strict time-window (Fig. 1Aa): The time-window
approach had a single overlap parameter (At), where
two individuals who visited a feeder within At were
defined as associates. In the current study, we hope to
compare other methods with the strictest definition for
association, so we defined At as one second to capture
absolute physical and temporal proximity at the feeder
(for example, Farine 2015; McCully and Rose 2023).

2) GMM (Fig. 1Ab): We used the GMM function in the
asnipe R package (Farine 2013) to detect groups. The
GMM function detects the start and end point of gather-
ing events and associates all individuals (Psorakis et al.
2012, 2015). We combined the date and location param-
eters within each system into a unique location to reduce
processing time (Farine 2017A).

3) Arrival-time (Fig. 1Ac): We built arrival networks using
a series of custom R functions, (see Chan and Dunning
2023). This method assumes that birds arriving together
are associated before they arrive at the resource, and
therefore seeks to detect arrival time by which to define
associations. We therefore defined two parameters: (1)
A time threshold within which two (or more) individu-
als are associated based on their arrival times (At). (2)
A period of inactivity for each bird, after which a bird
is considered to have left the feeder (Ai), allowing for
a new arrival. We defined At as 150 s and Ai as 300 s

following Dunning et al. (2023), based on the biology
of house sparrows on Lundy Island. The definition of
these thresholds may alter network structure, and so we
compared variations of At in sensitivity analyses (see
Sensitivity Analysis).

For both strict time-window and arrival-time definitions,
we employed a chain-rule method to assign individuals into
groups, based on the gambit of the group principle. For
example, under both time-window and arrival-time defini-
tions, if individuals A and B visit a feeder within t of each
other, then immediately C visits within t of B, but not A,
they are connected into a single group (A-B, B-C and C-B).
Whereas, the arrival time definition introduces a parameter
to prevent long chains of connection, by measuring asso-
ciation only from the point of arrival; if A and B arrive
within t of each other, then after an interval long enough to
determine that they have likely left the feeding area, B and
C arrived within t of each other but without A, we instead
infer two groups (A-B and B-C). If C arrives alone, even if
A and B are still present but arrived much earlier, it is not
linked to either of the others; see Fig. 1).

We used the iGraph package in R (Csardi and Nepusz
2006) to extract three node-based network measures from
the association datasets for each of the four systems: degree,
the number of unique associates connected to a focal indi-
vidual; strength, the total number of associations between a
focal individual and all associates; and weighted between-
ness, the number of geodesics (shortest paths between any
nodes) that pass through a focal individual. For weighted
betweenness, we additionally inversed the network weights
as igraph considers network weights as costs (Silk et al.
2017). Individuals who had a degree of 0 were removed
from the network.

Analysis

a) Similarity in network structures

We described the cardinality of for each network for
each association definition, i.e. the number of individu-
als (Vertices; V), and the number of associations (Edges,
E), as well as the network density (D). The density of
a network is defined by the number of observed edges
over the maximum potential edges. Then, we used two
Jaccard similarity indices to compare global network
structures between all possible pairs of association defi-
nitions, within systems using the multinet R package
(Magnani et al. 2021). Following (Brédka et al. 2018;
but see Emmert-Streib et al. 2016): (1) Jaccard edges
to compare common edges; and (2) Jaccard triangles as
a measure of common clusters of individuals between
networks. All Jaccard similarities range between 0 and
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b)

1, where 0 denotes no overlap between networks, and 1
when networks are identical.

Finally, we ran pairs of Multiple Regression Quad-
ratic Assignment Procedure (MRQAP) network regres-
sion using the ‘netlm’ function in the ‘sna’ R package
(Butts 2016; Elmer 2021), that allowed for the relation-
ship between two networks to be quantified, including
edge weights. We first extracted and scaled the weighted
adjacency matrices for each network, then ran a simple
regression to determine whether one network predicts
the other. The extracted effect size can then determine
the extent in which a pair of networks were similar. In
addition, we also ran Mantel tests (Mantel 1967; Croft
et al. 2008) using the Pearson correlation method and
999 matrix permutations with the ‘Vegan’ R package
(Dixon 2003). Theis method determines significance by
randomizing one of the two matrices and extracting an
expected null distribution, where p-value represents the
proportion of the null distribution more extreme than
the actual estimate. The results produce a correlation
between networks that varies between — 1 and 1, rep-
resenting matrices being negatively and positively cor-
related respectively.

For each jaccard similarity index, MRQAP regression
and mantel test described above, we compared metrics
obtained from observed networks generated with 1000
permuted networks yielding a distribution of social
parameters that would be expected if individuals were in
random groups at the feeder. We adopted a pre-network
permutation approach (Farine 2017), by first extracting
the individual group occurrence matrix (or “group-by-
individual” matrix in asnipe) using each association
definition, which describes each detected group and its
members (marked as a 1 or 0). We then shuffled each
individual’s occurrence column without replacement to
ensure that each individual was detected in the same
number of groups at the feeder, but group membership
was randomised. We repeated the permutation for each
dataset, i.e. for each species and association definition,
then extracted the same jaccard similarity, MRQAP and
mantel coefficients. Finally, we calculated the propor-
tion of data in the randomised distribution that is more
extreme than the observed estimate.

Repeatability of social traits

We constructed weekly sub-graphs across each
recording period for each of our four avian systems,
using each of the three definitions for association. We
extracted three network measures from each subgraph
for each week, then z-transformed to normalise the
measures due to differences in network structure across
weeks.

Individual social network metrics are an aspect of an
individual’s animal personality and have been shown to

@ Springer

c)

be consistent across various study systems (Bell et al.
2009; Aplin et al. 2015; Hillemann et al. 2019; Tkaczyn-
ski et al. 2020; Proops et al. 2021; Ogino et al. 2023).
Thus, in the four study systems tested here, we assume
that if individuals do display consistent differences in
social network position, then an appropriate definition
of association should find repeatability of social traits
over time.

We analysed repeatability of social traits using the R
package MCMCglmm (Hadfield 2010), using package
default function hyper-parameters of 13,000 iterations,
thinning interval of 10 and burn-in of 3,000 iterations.
We modelled each social trait as a response variable
against the model intercept and with individual ID as a
random effect. Repeatability was defined as the variance
explained by individual ID over the total variance (Nak-
agawa and Schielzeth 2010). We describe the repeatabil-
ity in the context of three levels, low (<0.3), medium
(0.3-0.5) and high (> 0.5; following Bell et al. 2009;
Winney et al. 2018). Using these subgraphs, we also
explored the relationship between individual network
measures extracted using each association definition, by
running linear regressions for each association definition
pair for all bird individuals across all weeks.
Sensitivity Analyses

Finally, to test for how parameterisation of the arrival
time and strict time-window method affects resulting
networks, we computed repeatability measures again but
varying the At parameter from 1 to 300 s for both the
arrival and strict time-window methods. For the arrival
time approach, we maintained Ai at 300 s. We did not
do this for GMM networks, since associations defined by
GMM automatically set parameters within the detection
algorithm.

Results

We built social networks using 286,669 RFID detections
comprising of 118 individuals visiting feeders on Lundy
Island, 27,456 detections of 66 individuals at Broken Hill,
402,255 detections of 219 individuals at Wytham Woods
and 197,857 detections of 62 individuals at Benfontein.
The number of individuals (network nodes) and association
(edges) and their centrality varied with association defini-
tion (Table 1).

a)

Similarity in network structures

Using the network centrality metrics extracted from
each weekly sub-graph, we show that degree and
strength positively predicts each other across all sys-
tems (regression coefficients ~0.6 — ~0.9; Fig. 2) with
lower coefficients for betweenness (~0.3 — ~0.7)). Other
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Fig.2 Linear regression results of three individual social network
traits (z-transformed within weeks) extracted from weekly networks
from four study systems using three association definitions. A) House
sparrow data in Lundy Island, UK; B) House sparrow data in Broken
Hill, Australia; C) Great tits data in Wytham Woods, UK; D) Socia-
ble Weaver data in Benfontein Nature Reserve, South Africa. We ran

linear regressions for value 1 ~ value 2, reported as value 1 vs. value
2: Arrival time vs. GMM (Purple), Arrival time vs. Strict time-win-
dow (Blue) and GMM vs. Strict time-window (Green), with the value

1 on the x-axis and value 2 on the y-axis. P-values represents signifi-
cance of model estimate
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Fig.3 Between week repeat-
ability for three individual
social traits (degree, strength
and betweenness), between

A) Lundy — House sparrow

B) Broken Hill — House sparrow

Degree 4 [
three association definitions earee }_,_4
and in four systems: A) House
sparrows from Lundy Island,

UK, B) House sparrow data Strength- L {

from Broken Hill, Australia; C)
Great tits data from Wytham
Woods, UK; and D) Sociable
Weaver data from Benfontein
Nature Reserve, South Africa.
Points denote the mean repeat-
ability, and error bars the 95%
CIs. Dotted lines denote thresh-
olds for low (< 0.3), medium
(0.3 -0.5) and high (> 0.5)
repeatabilities (also see Table 2)
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than the house sparrows on Lundy Island (Fig. 2A), the
regression coefficient between arrival and GMM were
always highest for all traits.

Using Jaccard similarity indices and MRQAP regres-
sions to compare similarities between networks, we
show that network structures are robust to changing
association definition (Table 1). All extracted similarity
metrics were significant when compared with a null dis-
tribution of random networks (Supplementary Tables 1,
2). We also report Mantel test results in Supplemen-
tary Table 3, though the results are similar to MRQAP
regressions.

From the Jaccard similarity metrics, the metrics are
generally high, with the number of individuals detected
(vertices; cardinality V) being similar between network
pairs, whereas metrics to capture clustering (Jaccard
triangles; 0.01-0.77), dyad identity (Edges, cardinality
E; 0.15-0.87) and associated edge weights (MRQAP
regression coefficient; 0.46-0.92) varied more. We
found the highest similarity scores between the GMM
and arrival-time definitions, followed by GMM and
strict time-window definitions, then strict time-window
and arrival definitions. All definitions included a simi-
lar number of individuals in networks, but the number
of edges differed. Specifically, networks based on strict

@ Springer

b)

c)

0.6 0.8 0.0

Repeatability

time-windows produced less dense networks, while
using the arrival-time definition resulted in denser net-
works, likely due to the large difference in threshold
used between the two methods.
Repeatability of social traits

We calculated repeatability over nine weeks at Bro-
ken Hill, Australia, fourteen weeks on Lundy Island
(see Dunning et al. 2023), thirteen weeks at Benfontein
Nature Reserve, South Africa; and fourteen weeks at
Wytham woods (see Aplin et al. 2015a). We found that
degree and strength, are repeatable in all four systems,
with little variation between association definitions
(Fig. 3). Repeatability was lower for betweenness in all
systems, but still largely similar between association
definitions. Between study systems, repeatability was
low for all three definitions in the Lundy systems; low-
moderate repeatability in the Wytham system; and high
repeatability for degree and strength, but low — moderate
repeatability for betweenness in Broken Hill and Ben-
fontein systems. Repeatability of degree and strength
was significantly lower in the Wytham system when
associations were defined by the strict time-window
definition (Fig. 3C). The arrival-time and GMM defini-
tions performed equally across systems (Fig. 3).
Sensitivity Analyses
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Fig.4 Sensitivity analysis of between week repeatability of individ-
ual metrics for arrival and time-window networks. For arrival time
networks, we vary At from O to 300 seconds, and fixed Ai = 300s,
and for time-window networks we varied At from O to 300 seconds.
For associations defined by A) arrival time and B) time window,
across four systems: a) House sparrow data in Lundy Island, UK; b)

Finally, we explored how altering the time parameter
(At) affected network structure within the arrival-time
and strict time-window methods. For the arrival-time
definition, our results show that social traits have low

Table1 We compared three network structures, built using three
association definitions, for four systems: (A) House sparrow on
Lundy Island, UK. (B) House sparrow in Broken Hill, Australia (C)
Great tits in Wytham Woods, UK: (D) Sociable Weaver in Benfontein
Nature Reserve, South Africa. (1) we report the cardinality of each
network in the first row as vertices (V; individuals in each network),
edges (E; associations between individuals) and network density (D;
the number of edges over the total number of potential edges); (2) we

House sparrow data in Broken Hill, Australia; ¢) Great tits data in
Wytham Woods, UK; d) Sociable Weaver data in Benfontein Nature
Reserve, South Africa. Repeatability was calculated for degree (num-
ber of edges per node; green), strength (weighted degree; yellow) and
betweenness (number of shortest paths passing through a node; pur-
ple)

repeatability with a low At, but increased as At increases
until reaching a plateau. We report a similar plateau for
the time-window method, without an initial increase in
repeatability. The repeatability of betweenness was more

described two Jaccard similarity measures between networks (lower
left matrixA-D): edges (common dyadic edges); triangles (common
clusters of triads). Finally, we report the effect size from a MRQAP
regression (upper right matrix A-D), which quantifies how well one
network predicts the other. All comparison metrics are significant
(p<0.05) when compared to a null distribution generated by pre-net-
work permutation, hence is not reported here

Definitions A. Lundy
Strict-time window GMM
Cardinality (V/D/E) 118/1619/0.23 118/2274/0.32
Strict-time window - - 0.73
GMM Edges 0.7 -
Triangles 0.5
Arrival time Edges 0.42 0.58
Triangles 0.16 0.32
System C. Wytham
Cardinality (V/E/D) 204/4115/0.29 219/6774/0.28
Strict-time window - - 0.75
GMM Edges 0.6 -
Triangles 0.37
Arrival time Edges 0.61 0.94
Triangles 0.38 0.91

B. Broken Hill

Arrival time Strict-time window GMM Arrival time
119/3783/0.54  57/290/0.18 66/1862/0.73  66/1534/0.71
0.46 - 0.31 0.27
0.63 0.15 - 0.86
0.01
- 0.18 0.82 -
0.02 0.67
D. Benfontein
214/6688/0.19  62/978/0.51 62/1433/0.75 62/1583/0.83
0.72 - 0.58 0.43
0.94 0.68 - 0.85
0.49
- 0.61 0.87 -
04 0.77
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Table 2 Repeatability and mean measures for three social network
traits (degree, strength, betweenness) across weeks in 4 study sys-
tems (Lundy Island House sparrows, Broken Hill House Sparrows,
Wytham Woods Great tits, and Benfontein Sociable Weavers) using

three association definitions. We calculated for each metric across
all weeks within study systems, with standard deviation provided in
parenthesis

System Trait Method Mean (SD) R 95% CI System Mean (SD) R 95% CI
Lundy Degree Strict-time window  13.38 (16.08) 0.3  (0.26-0.37) Broken Hill ~ 3.41 (2.8) 0.39  (0.32-0.48)
GMM 18.63 (20.61)  0.31 (0.26-0.38) 26.38 (13.94) 0.58 (0.49-0.62)
Arrival 32.33(31.93) 0.28 (0.23-0.35) 25.01 (13.93) 0.55 (0.47-0.61)
Strength Strict-time window 0.12 (0.13) 0.17 (0.1-0.25) 0.09 (0.24) 0.81 (0.78-0.84)
GMM 0.78 (0.77) 0.21 (0.14-0.3) 1.71 (0.89) 0.64 (0.58-0.69)
Arrival 0.28 (0.19) 0.22 (0.15-0.29) 0.38 (0.17)  0.61 (0.55-0.67)
Betweenness Strict-time window  44.33 (123.2)  0.18 (0.11-0.24) 25.22 (64.08) 0.16 (0.02-0.23)
GMM 37.2(104.76)  0.00 (0.00-0.16) 19.49 (29.75) 0.11 (0.16-0.31)
Arrival 24.81(72.27) 0.07 (0.00-0.14) 17.61 (22.87) 0.22 (0.16-0.31)
Wytham Woods Degree Strict-time window  12.84 (7.8) 0.4 (0.36-0.45) Benfontein 18.36 (10.11) 0.61 (0.55-0.7)
GMM 30.41 (14.51) 0.5  (0.46-0.54) 30.02 (11.26) 0.67 (0.59-0.73)
Arrival 29.26 (14.35) 0.5 (0.45-0.54) 34.74 (10.67) 0.68 (0.6-0.74)
Strength Strict-time window 0.1 0.37 (0.32-0.41) 0.19 (0.11) 0.53 (0.45-0.63)
(0.05)
GMM 4.15 (1.96) 0.52 (0.48-0.56) 2.12(0.95) 0.62 (0.54-0.69)
Arrival 0.45 (0.13) 046 (0.41-0.51) 0.44 (0.14) 0.63 (0.56-0.7)
Betweenness ~ Strict-time window 135.8 (303.26)  0.09 (0.06-0.12) 26.86 (45.42) 0.19 (0.12-0.27)
GMM 140.48 (385.07) 0.08 (0.06-0.12) 19.37 (26.73) 0.11 (0.05-0.18)
Arrival 134.11 (390.52) 0.13 (0.09-0.17) 14.78 (32.52) 0.05 (0.01-0.11)

sensitive to changes for both methods, especially in Bro-
ken Hill and Lundy Island (Fig. 4).

Discussion

In this study, we compared three association definitions
applied to edges in avian social networks in four study
systems. To define an association, we used a strict time-
window approach (Farine 2015), gaussian mixture mod-
els (GMM; Psorakis et al. 2012, 2015), and arrival-time
(Chan and Dunning 2023; Dunning et al. 2023). We find
that different association definitions yielded comparable
individual-level social traits. When constructing animal
social networks, the association definition should fit the
research question, the social system of the study species,
and other characteristics of the study design, such as tech-
nical limitations (Croft et al. 2008; Farine and Whitehead
2015).

We found statistically significant similarity of social indi-
ces within systems, high level of inter-dependence between
individual centrality traits, and similar levels of repeatabil-
ity between association definitions. We found that some
association definitions resulted in more similar networks
between systems with more similar ecologies, for example
in the highly gregarious and open-access antenna systems at
Lundy and Benfontein. Altering the arrival-time overlap (At)
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within arrival and time-window networks was also generally
robust to the definition of At across systems. Association
definitions generally did not significantly change network
size, but using the strict time-window at Broken Hill led to
fewer individuals being included in the network. Overall,
processing of the same temporal data-stream using the three
association definition methods applied here resulted in simi-
lar social networks. However, we show that methodological
decisions can result in subtle differences, mainly explained
by (1) differences between association definitions in the
context of the system ecology, and (2) RFID feeder design.

We found slight differences in social networks created
based on the association definition used across all four
study systems. Particularly, the GMM and arrival method
generally produced more similar networks across the four
study systems compared to strict-time window, evident
from the higher similarity metrics and consistent repeat-
ability of social traits across methods. The strict-time win-
dow method uses a low (one second) threshold to identify
associations, resulting in closer co-occurrence to be treated
as an association, in contrast to groups identified using the
GMM or arrival approach. This distinction is important for
the research question at hand, as researchers interested in
capturing closer associations might opt for a strict-time win-
dow method, whereas the GMM or arrival methods might be
more appropriate for research questions related to capturing
wider group compositions. However, in the house sparrow
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system on Lundy Island, the strict-time window and GMM
methods produced more similar networks compared to the
arrival network. This may be explained by the gregarious
nature of house sparrows that often aggregate at feeders in
large numbers, making the arrival approach capture subtly
different associations that are based on the behaviour outside
of a feeder instead of proximity in the feeder.

Next, our results also suggest that the design of RFID
feeders can influence the obtained social networks using
different association methods. When using the strict time-
window definition, we observed lower repeatability of indi-
vidual social traits in Wytham woods, but increased repeat-
ability in Broken Hill and Benfontein. Importantly, RFID
feeders in Wytham Woods only allow up to two birds to feed
simultaneously, and since we used a strict threshold of 1 s
to define the time-window, this method seems to have iden-
tified less repeatable associations compared to, for exam-
ple, the GMM approach. Similarly, the strict time-window
definition in Broken Hill resulted in smaller network sizes,
since sparrows were only detected as they entered and left
a feeding chamber, affecting the detection of groups. In the
Broken Hill sparrow system, a higher At value (e.g. 5-10 s)
might be more appropriate to capture physical and temporal
proximity. On the other hand, shorter time-windows can be
more appropriate for open RFID systems like in Benfontein
and Lundy Island (Fig. 1A), where multiple individuals can
access the food resource at one time. Overall, GMM and
arrival definitions captured more similar networks com-
pared to strict time-window approaches, because the latter
is capturing physical and temporal proximity, while the two
former capturing larger foraging groups.

The sensitivity analysis suggested that both the arrival
time and strict time window approaches are robust against
changes in the time-window parameter. However, between-
ness seemed to be much more variable, especially in the
house sparrow systems on Lundy Island and Broken Hill.
This was likely due to the sensitivity of the betweenness
measure relative to the resulting network size and fine-scaled
topological differences within a network. Where degree and
strength captures the variation in each individual’s primary
social associates, betweenness (the number of shortest paths
anode sits), is more sensitive to the changing structure of the
network. It may also be the case where RFID data of house
sparrows contains more noise from random aggregations at
the feeder, which makes the definition of At more important
in the resulting network.

When deciding which association definition to use,
researchers should not only consider which associations defi-
nition is appropriate for the research question at hand, but
also consider the effect of choosing different time-window
parameters when constructing social networks. We provide
code for a comparison between association definitions and
sensitivity analysis, and we encourage researchers to explore

how different definitions affect the resulting networks, and
make methodological decisions considering the biology of
their study species.

A core limitation of our study (and indeed, of many stud-
ies on social behaviour in the wild) is the inability to know
whether the association definition we use are capturing
any social relationship or preferences between individuals.
While RFID readers at feeders is one of the most common
ways to measure social association in passerine bird studies,
the method does not measure specific behavioural interac-
tions (in contrast to, for example, primate social network that
are based on observed grooming interactions) and can also
lead to artificially created associations. In other words, these
remotely-sensed networks are only a proxy of the underly-
ing social structure in a population, and whether this social
structure is appropriate will depend on the research question
at hand.

While the research question should be the primary con-
sideration when deciding on the association definition of
choice, we introduce additional considerations that can influ-
ence the constructed social networks when paired with a
specific association definition. Key considerations are: (1)
The gregariousness of the study system, or their propen-
sity to aggregate at a resource (Krause and Ruxton 2002),
and (2) Data recording methodology; for example, use of
open-access systems where multiple individuals can feed
and get recorded simultaneously versus systems which lim-
ited access to the feeder and antenna. Where the concepts
of social association are unclear, it may be beneficial to
compare different definitions before hypothesis testing. Fur-
thermore, we encourage researchers to report justification
of association definition in published research, providing a
biological justification on the choice when testing hypoth-
eses using animal social networks. These could be empiri-
cally tested against another variable like familial ties (e.g.
Ferreria 2020) or based on observation of the study species
(e.g. Dunning et al. 2023). While we show here that differ-
ing association definitions are generally robust and produce
broadly similar networks, any decisions researchers make
nevertheless result in different network structures and may
influence research outcomes.

Supplementary Information The online version contains supplemen-
tary material available at https://doi.org/10.1007/s00265-025-03559-7.

Acknowledgements We thank the teams associated with the four sys-
tems who contributed data to this study and Imperial College Research
Computing Service (DOI: https://doi.org/10.14469/hpc/2232). We
would also like to thank two anonymous reviewers for their useful
comments.

Author contributions AHHC and JD contributed equally to conception
and development of project. All other authors contributed to data col-
lection, writing and reviewing original text. AHHC and JD ran analy-
ses, and prepared Figs.

@ Springer


https://doi.org/10.1007/s00265-025-03559-7
https://doi.org/10.14469/hpc/2232

26 Page 12 of 15

Behavioral Ecology and Sociobiology (2025) 79:26

Funding This research was supported by the NERC Quantitative Meth-
ods in Ecology and Evolution (QMEE) CDT, NE/P012345/1 (JD).
AHHC is funded by the Deutsche Forschungsgemeinschaft (DFG,
German Research Foundation) under Germany’s Excellence Strategy
—EXC 2117 (ID: 422037984). The social systems used in our analysis
were funded as follows: The sociable weaver research was supported
by funding from the FitzPatrick Institute of African Ornithology (DST-
NRF Centre of Excellence) at the University of Cape Town (South
Africa), the European Research Council (project 866489 ‘cooperative
partner’ to Rita Covas), FCT-Fundagdo para a Ciéncia e a Tecnolo-
gia (Portugal; project PTDC/BIA-EVF/5249/2014 to Rita Covas),
ANR (France; project ANR- 15-CE32-0012-02 to Claire Doutrelant).
The Broken Hill house sparrow project was funded by an Australian
Research Council Discovery Project grant (DP200100832) to SCG.
The research in Wytham Woods was funded by a grant from the ERC
(AdG 250164) awarded to Ben C. Sheldon.

Data availability All code scripts used to generate arrival networks are
available on the Zenodo repository (Chan and Dunning 2023: https://
doi.org/10.5281/zenodo.7527440). All data and code that can be used
to reproduce results are available here: https://doi.org/10.5281/zenodo.
7892571.

Declarations

Ethics approval All field data used as part of this study were collected
under the appropriate licence and with permission from the regional
authority in each of the four systems — for more details see the papers
associated with each. No ethical approval was required for any aspect
of this project.

Conflict of interest We declare no conflict or competing interests.

Open Access This article is licensed under a Creative Commons Attri-
bution 4.0 International License, which permits use, sharing, adapta-
tion, distribution and reproduction in any medium or format, as long
as you give appropriate credit to the original author(s) and the source,
provide a link to the Creative Commons licence, and indicate if changes
were made. The images or other third party material in this article are
included in the article’s Creative Commons licence, unless indicated
otherwise in a credit line to the material. If material is not included in
the article’s Creative Commons licence and your intended use is not
permitted by statutory regulation or exceeds the permitted use, you will
need to obtain permission directly from the copyright holder. To view a
copy of this licence, visit http://creativecommons.org/licenses/by/4.0/.

References

Albery GF, Eskew EA, Ross N, Olival KJ (2020) Predicting the global
mammalian viral sharing network using phylogeography. Nat
Commun 11:2260. https://doi.org/10.1038/s41467-020-16153-4

Albery GF, Kirkpatrick L, Firth JA, Bansal S (2021) Unifying spa-
tial and social network analysis in disease ecology. J Anim Ecol
90:45-61. https://doi.org/10.1111/1365-2656.13356

Aplin LM, Farine DR, Morand-Ferron J, Sheldon BC (2012) Social
networks predict patch discovery in a wild population of song-
birds. Proc R Soc Lond B 279:4199-4205. https://doi.org/10.
1098/rspb.2012.1591

Aplin LM, Farine DR, Morand-Ferron J, Cole EF, Cockburn A, Shel-
don BC (2013) Individual personalities predict social behaviour
in wild networks of great tits (Parus major). Ecol Lett 16:1365—
1372. https://doi.org/10.1111/ele.12181

@ Springer

Aplin LM, Farine DR, Mann RP, Sheldon BC (2014) Individual-level
personality influences social foraging and collective behaviour
in wild birds. Proc R Soc B 281:20141016. https://doi.org/10.
1098/rspb.2014.1016

Aplin LM, Farine DR, Morand-Ferron J, Cockburn A, Thornton A,
Sheldon BC (2015a) Experimentally induced innovations lead to
persistent culture via conformity in wild birds. Nature 518:538—
541. https://doi.org/10.1038/nature 13998

Aplin LM, Firth JA, Farine DR et al (2015b) Consistent individual dif-
ferences in the social phenotypes of wild great tits, Parus major.
Anim Behav 108:117-127. https://doi.org/10.1016/j.anbehav.
2015.07.016

Atton N, Hoppitt W, Webster MM, Galef BG, Laland KN (2012) Infor-
mation flow through threespine stickleback networks without
social transmission. Proc R Soc Lond B 279:4272-4278. https://
doi.org/10.1098/rspb.2012.1462

Bandivadekar RR, Pandit PS, Sollmann R, Thomas MJ, Logan SM,
Brown JC, Klimley AP, Tell LA (2018) Use of RFID technology
to characterize feeder visitations and contact network of hum-
mingbirds in urban habitats. PLoS ONE 13:e0208057. https://
doi.org/10.1371/journal.pone.0208057

Beck KB, Farine DR, Kempenaers B (2020) Winter associations pre-
dict social and extra-pair mating patterns in a wild songbird. Proc
R Soc B 287:20192606. https://doi.org/10.1098/rspb.2019.2606

Beck KB, Farine DR, Kempenaers B (2021) Social network position
predicts male mating success in a small passerine. Behav Ecol
32:856-864. https://doi.org/10.1093/beheco/arab034

Beck KB, Sheldon BC, Firth JA (2023) Social learning mechanisms
shape transmission pathways through replicate local social
networks of wild birds. eLife 12:¢85703. https://doi.org/10.
7554/eLife.85703

Bell AM, Hankison SJ, Laskowski KL (2009) The repeatability of
behaviour: a meta-analysis. Anim Behav 77:771-783. https://
doi.org/10.1016/j.anbehav.2008.12.022

Beltrdo P, Gomes ACR, Cardoso GC (2022) Collective foraging:
experimentally increased competition decreases group perfor-
mance exploiting a permanent resource. Funct Ecol 36:1796—
1805. https://doi.org/10.1111/1365-2435.14060

Boogert NJ, Farine DR, Spencer KA (2014) Developmental stress
predicts social network position. Biol Lett 10:20140561.
https://doi.org/10.1098/rsbl.2014.0561

Brandl HB, Griffith SC, Farine DR, Schuett W (2021) Wild zebra
finches that nest synchronously have long-term stable social ties.
J Anim Ecol 90:76-86. https://doi.org/10.1111/1365-2656.13082

Bridge ES, Wilhelm J, Pandit MM et al (2019) An Arduino-based
RFID platform for animal research. Front Ecol Evol 7:257.
https://doi.org/10.3389/fevo.2019.00257

Brédka P, Chmiel A, Magnani M, Ragozini G (2018) Quantifying layer
similarity in multiplex networks: a systematic study. R Soc Open
Sci 5:171747. https://doi.org/10.1098/rso0s.171747

Broughton RK, Maziarz M, Hinsley SA (2019) Social structure of
coal tits Periparus ater in temperate deciduous forest. J Ornithol
160:117-126. https://doi.org/10.1007/s10336-018-1594-4

Butts CT (2001) Sna: Tools for Social Network Analysis. 27-2. ADD
LINK https://doi.org/10.18637/jss.v024.i06.

Carter AJ, Lee AEG, Marshall HH (2015) Research questions should
drive edge definitions in social network studies. Anim Behav
104:e7—e11. https://doi.org/10.1016/j.anbehav.2015.03.020

Castles M, Heinsohn R, Marshall HH, Lee AEG, Cowlishaw G, Carter
AJ (2014) Social networks created with different techniques
are not comparable. Anim Behav 96:59-67. https://doi.org/10.
1016/j.anbehav.2014.07.023

Chan AHH, Dunning J (2023) Arrival network code - generating net-
works from dense RFID system v.0.01. https://doi.org/10.5281/
zenodo.7527440. Zenodo


https://doi.org/10.5281/zenodo.7527440
https://doi.org/10.5281/zenodo.7527440
https://doi.org/10.5281/zenodo.7892571
https://doi.org/10.5281/zenodo.7892571
http://creativecommons.org/licenses/by/4.0/
https://doi.org/10.1038/s41467-020-16153-4
https://doi.org/10.1111/1365-2656.13356
https://doi.org/10.1098/rspb.2012.1591
https://doi.org/10.1098/rspb.2012.1591
https://doi.org/10.1111/ele.12181
https://doi.org/10.1098/rspb.2014.1016
https://doi.org/10.1098/rspb.2014.1016
https://doi.org/10.1038/nature13998
https://doi.org/10.1016/j.anbehav.2015.07.016
https://doi.org/10.1016/j.anbehav.2015.07.016
https://doi.org/10.1098/rspb.2012.1462
https://doi.org/10.1098/rspb.2012.1462
https://doi.org/10.1371/journal.pone.0208057
https://doi.org/10.1371/journal.pone.0208057
https://doi.org/10.1098/rspb.2019.2606
https://doi.org/10.1093/beheco/arab034
https://doi.org/10.7554/eLife.85703
https://doi.org/10.7554/eLife.85703
https://doi.org/10.1016/j.anbehav.2008.12.022
https://doi.org/10.1016/j.anbehav.2008.12.022
https://doi.org/10.1111/1365-2435.14060
https://doi.org/10.1098/rsbl.2014.0561
https://doi.org/10.1111/1365-2656.13082
https://doi.org/10.3389/fevo.2019.00257
https://doi.org/10.1098/rsos.171747
https://doi.org/10.1007/s10336-018-1594-4
https://doi.org/10.18637/jss.v024.i06
https://doi.org/10.1016/j.anbehav.2015.03.020
https://doi.org/10.1016/j.anbehav.2014.07.023
https://doi.org/10.1016/j.anbehav.2014.07.023
https://doi.org/10.5281/zenodo.7527440
https://doi.org/10.5281/zenodo.7527440

Behavioral Ecology and Sociobiology (2025) 79:26

Page130of 15 26

Cook PA, Costello RA, Formica VA, Brodie III ED (2023) Individual
and population age impact social behavior and network structure
in a long-lived insect. Am Nat 202(5):667-680

R Core Team (2023) R: A Language and Environment for Statistical
Computing. R Foundation for Statistical Computing, Vienna,
Austria. http://www.R-project.org

Covas R, Dalecky A, Caizergues A, Doutrelant C (2006) Kin asso-
ciations and direct vs indirect fitness benefits in colonial
cooperatively breeding sociable weavers Philetairus socius.
Behav Ecol Sociobiol 60:323-331. https://doi.org/10.1007/
$00265-006-0168-2

Cresswell W (1994) Flocking is an effective anti-predation strategy in
Redshanks, Tringa Totanus. Anim Behav 47(2):433-442

Croft DP, James R, Krause J (2008) Exploring animal Social Networks.
Princeton University Press, Princeton

Croft DP, Madden JR, Franks DW, James R (2011) Hypothesis testing
in animal social networks. Trends Ecol Evol 26:502-507. https://
doi.org/10.1016/j.tree.2011.05.012

Csardi G, Nepusz T (2006) The igraph software package for complex
network research. Int J Complex Syst 1695:1-9. https://igraph.
org

Culina A, Firth JA, Hinde CA (2020) Familiarity breeds success: pairs
that meet earlier experience increased breeding performance in
a wild bird population. Proc R Soc B 287:20201554. https://doi.
org/10.1098/rspb.2020.1554

Davis GH, Crofoot MC, Farine DR (2018) Estimating the robustness
and uncertainty of animal social networks using different obser-
vational methods. Anim Behav 141:29-44. https://doi.org/10.
1016/j.anbehav.2018.04.012

Dixon P (2003) VEGAN, a package of R functions for community
ecology. J Veg Sci 14:927-930. https://doi.org/10.1111/j.1654-
1103.2003.tb02228.x

Dunning J, Finch T, Davison A, Durrant KL (2020) Population-spe-
cific migratory strategies of twite Linaria flavirostris in western
Europe. Ibis 162(2):273-278

Dunning J, Burke T, Hoi Hang Chan A, Ying Janet Chik H, Evans T,
Schroeder J (2023) Opposite-sex associations are linked with
annual fitness, but sociality is stable over lifetime. Behav Ecol
34:315-324. https://doi.org/10.1093/beheco/arac124

Elmer T (2021) R-Package Netglm-Generalized Linear Models for
Network Data, https://doi.org/10.31234/0sf.i0o/2q4gc

Emmert-Streib F, Dehmer M, Shi Y (2016) Fifty years of graph match-
ing, network alignment and network comparison. Inf Sci 346—
347:180-197. https://doi.org/10.1016/j.ins.2016.01.074

Evans JC, Morand-Ferron J (2019) The importance of preferential asso-
ciations and group cohesion: constraint or optimality. Behav Ecol
Sociobiol 73:109. https://doi.org/10.1007/s00265-019-2723-7

Evans JC, Jones TB, Morand-Ferron J (2018) Dominance and the ini-
tiation of group feeding events: the modifying effect of sociality.
Behav Ecol 29:448-458. https://doi.org/10.1093/beheco/arx194

Evans JC, Lindholm AK, Konig B (2021) Long-term overlap of social
and genetic structure in free-ranging house mice reveals dynamic
seasonal and group size effects. Curr Zool 67:59-69. https://doi.
org/10.1093/cz/z0aa030

Farine DR (2013) Animal social network inference and permutations
for ecologists in R using asnipe. Methods Ecol Evol 4:1187—
1194. https://doi.org/10.1111/2041-210X.12121

Farine DR (2014) Measuring phenotypic assortment in animal social
networks: weighted associations are more robust than binary
edges. Anim Behav 89:141-153. https://doi.org/10.1016/j.anbeh
av.2014.01.001

Farine DR (2017) A guide to null models for animal social network
analysis. Methods Ecol Evol 8:1309-1320. https://doi.org/10.
1111/2041-210X.12772

Farine DR, Carter GG (2022) Permutation tests for hypothesis test-
ing with animal social network data: problems and potential

solutions. Methods Ecol Evol 13:144-156. https://doi.org/10.
1111/2041-210X.13741

Farine DR, Whitehead H (2015) Constructing, conducting and inter-
preting animal social network analysis. J] Anim Ecol 84:1144—
1163. https://doi.org/10.1111/1365-2656.12418

Farine DR, Aplin LM, Sheldon BC, Hoppitt W (2015) Interspecific
social networks promote information transmission in wild song-
birds. Proc R Soc B 282:20142804. https://doi.org/10.1098/rspb.
2014.2804

Ferreira AC, Covas R, Silva LR, Esteves SC, Duarte IF, Fortuna R,
Theron F, Doutrelant C, Farine DR (2020) How to make meth-
odological decisions when inferring social networks. Ecol Evol
10:9132-9143. https://doi.org/10.1002/ece3.6568

Findlay R, Gennari E, Cantor M, Tittensor DP (2016) How solitary
are white sharks: social interactions or just spatial proximity?
Behav Ecol Sociobiol 70:1735-1744. https://doi.org/10.1007/
$00265-016-2179-y

Firth JA (2020) Considering complexity: animal social networks and
behavioural contagions. Trends Ecol Evol 35:100-104. https://
doi.org/10.1016/j.tree.2019.10.009

Firth JA, Sheldon BC, Farine DR (2016) Pathways of informa-
tion transmission among wild songbirds follow experimen-
tally imposed changes in social foraging structure. Biol Lett
12:20160144. https://doi.org/10.1098/rsbl.2016.0144

Firth JA, Verhelst BL, Crates RA, Garroway CJ, Sheldon BC (2018)
Spatial, temporal and individual-based differences in nest-site
visits and subsequent reproductive success in wild great tits. J
Avian Biol 49:e01740. https://doi.org/10.1111/jav.01740

Fisher DN, Rodriguez-Muifioz R, Tregenza T (2016) Comparing pre-
and post-copulatory mate competition using social network
analysis in wild crickets. Behav Ecol 27:912-919. https://doi.
org/10.1093/beheco/arv236

Formica VA, Wood CW, Larsen WB, Butterfield RE, Augat ME,
Hougen HY, Brodie ED III (2012) Fitness consequences of
social network position in a wild population of forked fun-
gus beetles (Bolitotherus Cornutus). J Evol Biol 25:130-137.
https://doi.org/10.1111/§.1420-9101.2011.02411.x

Franks DW, Ruxton GD, James R (2010) Sampling animal association
networks with the gambit of the group. Behav Ecol Sociobiol
64:493-503. https://doi.org/10.1007/s00265-009-0865-8

Godsall B, Coulson T, Malo AF (2014) From physiology to space use:
energy reserves and androgenization explain home-range size
variation in a woodland rodent. J] Anim Ecol 83:126-135. https://
doi.org/10.1111/1365-2656.12116

Gomes ACR, Boogert NJ, Cardoso GC (2021) Network structure and
the optimization of proximity-based association criteria. Methods
Ecol Evol 12:88-100. https://doi.org/10.1111/2041-210X.13387

Goodale E, Beauchamp G, Ruxton GD (2017) Mixed-species groups
of animals: Behavior, Community structure, and Conservation.
Academic, London

Haddadi H, King AJ, Wills AP, Fay D, Lowe J, Morton AJ, Hailes S,
Wilson AM (2011) Determining association networks in social
animals: choosing spatial-temporal criteria and sampling rates.
Behav Ecol Sociobiol 65:1659-1668. https://doi.org/10.1007/
s00265-011-1193-3

Hadfield JD (2010) MCMC methods for multi-response generalized
linear mixed models: the MCMCglmm R package. J Stat Softw
33:1-22. https://doi.org/10.18637/jss.v033.102

Hart JDA, Franks DW, Brent L, Weiss MN (2022a) bisonR - Bayesian
Inference of Social Networks with R, ADD LINK. https://doi.
org/10.1111/2041-210X.14171

Hart JDA, Weiss MN, Brent LIN, Franks DW (2022b) Common per-
mutation methods in animal social network analysis do not con-
trol for non-independence. Behav Ecol Sociobiol 76:151. https://
doi.org/10.1007/s00265-022-03254-x

@ Springer


http://www.R-project.org
https://doi.org/10.1007/s00265-006-0168-2
https://doi.org/10.1007/s00265-006-0168-2
https://doi.org/10.1016/j.tree.2011.05.012
https://doi.org/10.1016/j.tree.2011.05.012
https://igraph.org
https://igraph.org
https://doi.org/10.1098/rspb.2020.1554
https://doi.org/10.1098/rspb.2020.1554
https://doi.org/10.1016/j.anbehav.2018.04.012
https://doi.org/10.1016/j.anbehav.2018.04.012
https://doi.org/10.1111/j.1654-1103.2003.tb02228.x
https://doi.org/10.1111/j.1654-1103.2003.tb02228.x
https://doi.org/10.1093/beheco/arac124
https://doi.org/10.31234/osf.io/2q4gc
https://doi.org/10.1016/j.ins.2016.01.074
https://doi.org/10.1007/s00265-019-2723-7
https://doi.org/10.1093/beheco/arx194
https://doi.org/10.1093/cz/zoaa030
https://doi.org/10.1093/cz/zoaa030
https://doi.org/10.1111/2041-210X.12121
https://doi.org/10.1016/j.anbehav.2014.01.001
https://doi.org/10.1016/j.anbehav.2014.01.001
https://doi.org/10.1111/2041-210X.12772
https://doi.org/10.1111/2041-210X.12772
https://doi.org/10.1111/2041-210X.13741
https://doi.org/10.1111/2041-210X.13741
https://doi.org/10.1111/1365-2656.12418
https://doi.org/10.1098/rspb.2014.2804
https://doi.org/10.1098/rspb.2014.2804
https://doi.org/10.1002/ece3.6568
https://doi.org/10.1007/s00265-016-2179-y
https://doi.org/10.1007/s00265-016-2179-y
https://doi.org/10.1016/j.tree.2019.10.009
https://doi.org/10.1016/j.tree.2019.10.009
https://doi.org/10.1098/rsbl.2016.0144
https://doi.org/10.1111/jav.01740
https://doi.org/10.1093/beheco/arv236
https://doi.org/10.1093/beheco/arv236
https://doi.org/10.1111/j.1420-9101.2011.02411.x
https://doi.org/10.1007/s00265-009-0865-8
https://doi.org/10.1111/1365-2656.12116
https://doi.org/10.1111/1365-2656.12116
https://doi.org/10.1111/2041-210X.13387
https://doi.org/10.1007/s00265-011-1193-3
https://doi.org/10.1007/s00265-011-1193-3
https://doi.org/10.18637/jss.v033.i02
https://doi.org/10.1111/2041-210X.14171
https://doi.org/10.1111/2041-210X.14171
https://doi.org/10.1007/s00265-022-03254-x
https://doi.org/10.1007/s00265-022-03254-x

26 Page 14 of 15

Behavioral Ecology and Sociobiology (2025) 79:26

Hart J, Weiss MN, Franks D, Brent L (2023) BISoN: a bayesian
framework for inference of social networks. Methods Ecol Evol
14:2411-2420. https://doi.org/10.1111/2041-210X.14171

Havlicek J, Riegert J, Fuchs R (2022) A comparison of foraging-range
sizes, flight distances and foraging habitat preferences in urban
and rural House sparrow (Passer domesticus) populations. Ibis
164:1227-1242. https://doi.org/10.1111/ibi. 13072

Hillemann F, Cole EF, Farine DR, Sheldon BC (2019) Wild songbirds
exhibit consistent individual differences in inter-specific social
behaviour. bioRxiv 746545. https://doi.org/10.1101/746545

Hillemann F, Cole EF, Sheldon BC, Farine DR (2020) Information use
in foraging flocks of songbirds: no evidence for social transmis-
sion of patch quality. Anim Behav 165:35—41. https://doi.org/10.
1016/j.anbehav.2020.04.024

Hinde RA (1952) The behaviour of the great tit (Parus major) and some
other related species. Behav Suppl 2:1-201

Iserbyt A, Griffioen M, Borremans B, Eens M, Miiller W (2018) How
to quantify animal activity from radio-frequency identification
(RFID) recordings. Ecol Evol 8:10166-10174. https://doi.org/
10.1002/ece3.4491

Keeling MJ, Eames KTD (2005) Networks and epidemic models. J R
Soc Interface 2:295-307. https://doi.org/10.1098/rsif.2005.0051

Krause J, Graeme DR (2002) Living in groups. Oxford University
Press, Oxford

Kurvers RHIM, Krause J, Croft DP, Wilson ADM, Wolf M (2014) The
evolutionary and ecological consequences of animal social net-
works: emerging issues. Trends Ecol Evol 29:326-335. https://
doi.org/10.1016/j.tree.2014.04.002

Madsen AE, Vander Meiden LN, Shizuka D (2021) Social partners
and temperature jointly affect morning foraging activity of small
birds in winter. Behav Ecol 32:407-415. https://doi.org/10.1093/
beheco/araal34

Magnani M, Rossi L, Vega D (2021) Analysis of multiplex social net-
works with R. J Stat Softw 98:1-30. https://doi.org/10.18637/
j8s.v098.108

Maldonado-Chaparro AA, Montiglio P-O, Forstmeier W, Kempenaers
B, Farine DR (2018) Linking the fine-scale social environment
to mating decisions: a future direction for the study of extra-pair
paternity. Biol Rev 93:1558-1577. https://doi.org/10.1111/brv.
12408

Mantel N (1967) The detection of disease clustering and a generalized
regression approach. Cancer Res 27:209-220

Mariette MM, Pariser EC, Gilby AJ, Magrath MJL, Pryke SR, Grif-
fith SC (2011) Using an electronic monitoring system to link
offspring provisioning and foraging behavior of a wild passerine.
Auk 128:26-35. https://doi.org/10.1525/auk.2011.10117

McCully FR, Rose PE (2023) Individual personality predicts social
network assemblages in a colonial bird. Sci Rep 13:2258. https://
doi.org/10.1038/s41598-023-29315-3

McDonald DB (2007) Predicting fate from early connectivity in a
social network. P Natl Acad Sci USA 104:10910-10914. https://
doi.org/10.1073/pnas.0701159104

McDonald GC, James R, Krause J, Pizzari T (2013) Sexual networks:
measuring sexual selection in structured, polyandrous popula-
tions. Phil Trans R Soc B 368:20120356. https://doi.org/10.1098/
rstb.2012.0356

McKinnon L, Gilchrist HG, Scribner KT (2006) Genetic evidence for
kin-based female social structure in common eiders (Somateria
mollissima). Behav Ecol 17:614-621

Morse DH (1970) Ecological aspects of some mixed-species forag-
ing flocks of birds. Ecol Monogr 40:119-168. https://doi.org/
10.2307/1942443

Moyers SC, Adelman JS, Farine DR, Moore IT, Hawley DM (2018)
Exploratory behavior is linked to stress physiology and social
network centrality in free-living house finches (Haemorhous

@ Springer

mexicanus). Horm Behav 102:105-113. https://doi.org/10.1016/j.
yhbeh.2018.05.005

Nakagawa S, Schielzeth H (2010) Repeatability for Gaussian and non-
gaussian data: a practical guide for biologists. Biol Rev 85:935—
956. https://doi.org/10.1111/j.1469-185X.2010.00141.x

Ogino M, Maldonado-Chaparro AA, Aplin LM, Farine DR (2023)
Group-level differences in social network structure remain
repeatable after accounting for environmental drivers. R Soc
Open Sci 10:230340. https://doi.org/10.1098/rs0s.230340

Oh KP, Badyaev AV (2010) Structure of social networks in a pas-
serine bird: consequences for sexual selection and the evolution
of mating strategies. Am Nat 176:E80-E89. https://doi.org/10.
1086/655216

Plaza M, Burke T, Cox T, Carroll AF, Girndt A, Halford G, Martin DA
et al (2019) Social network node-based metrics can function as
proxies for animal personality traits

Plaza M, Burke T, Cox T et al (2020) Repeatable social network node-
based metrics across populations and contexts in a passerine. J
Evol Biol 33:1634-1642. https://doi.org/10.1111/jeb.13703

Poirier M-A, Festa-Bianchet M (2018) Social integration and accli-
mation of translocated bighorn sheep (Ovis canadensis). Biol
Conserv 218:1-9. https://doi.org/10.1016/j.biocon.2017.11.031

Proops L, Troisi CA, Kleinhappel TK, Romero T (2021) Non-random
associations in group housed rats (Rattus norvegicus). Sci Rep
11:15349. https://doi.org/10.1038/s41598-021-94608-4

Psorakis I, Roberts SJ, Rezek I, Sheldon BC (2012) Inferring social
network structure in ecological systems from spatio-temporal
data streams. J R Soc Interface 9:3055-3066. https://doi.org/10.
1098/rsif.2012.0223

Psorakis I, Voelkl B, Garroway CJ et al (2015) Inferring social structure
from temporal data. Behav Ecol Sociobiol 69:857-866. https://
doi.org/10.1007/s00265-015-1906-0

Raulo A, Allen BE, Troitsky T, Husby A, Firth JA, Coulson T, Knowles
SCL (2021) Social networks strongly predict the gut microbiota
of wild mice. ISME J 15:2601-2613. https://doi.org/10.1038/
$41396-021-00949-3

Ringsby TH, Berge T, Saether B-E, Jensen H (2009) Reproductive
success and individual variation in feeding frequency of House
sparrows (Passer domesticus). J Ornithol 150:469-481. https://
doi.org/10.1007/s10336-008-0365-z

Roth AM, Firth JA, Patrick SC, Cole EF, Sheldon BC (2019) Partner’s
age, not social environment, predicts extrapair paternity in wild
great tits (Parus major). Behav Ecol 30:1782-1793. https://doi.
org/10.1093/beheco/arz151

Sanchez-T6jar A, Winney I, Girndt A, Simons MJP, Nakagawa S,
Burke T, Schroeder J (2017) Winter territory prospecting is
associated with life-history stage but not activity in a passerine.
J Avian Biol 48:407-416. https://doi.org/10.1111/jav.01055

Schroeder J, Cleasby IR, Nakagawa S, Ockendon N, Burke T (2011) No
evidence for adverse effects on fitness of fitting passive integrated
transponders (PITs) in wild house sparrows passer domesticus. J
Avian Biol 42(3):271-275

Schroeder J, Nakagawa S, Cleasby IR, Burke T (2012) Passerine birds
breeding under chronic noise experience reduced fitness. PLoS
One 7(7):¢39200

Silk JB (2007) The adaptive value of sociality in mammalian groups.
Phil Trans R Soc B 362:539-559. https://doi.org/10.1098/rstb.
2006.1994

Silk JB, Beehner JC, Bergman TJ, Crockford C, Engh AL, Moscovice
LR, Wittig RM, Seyfarth RM, Cheney DL (2009) The benefits of
social capital: close social bonds among female baboons enhance
offspring survival. Proc R Soc Lond B 276:3099-3104. https://
doi.org/10.1098/rspb.2009.0681

Silk MJ, Croft DP, Delahay RJ, Hodgson DJ, Boots M, Weber N,
McDonald RA (2017) Using social network measures in wildlife


https://doi.org/10.1111/2041-210X.14171
https://doi.org/10.1111/ibi.13072
https://doi.org/10.1101/746545
https://doi.org/10.1016/j.anbehav.2020.04.024
https://doi.org/10.1016/j.anbehav.2020.04.024
https://doi.org/10.1002/ece3.4491
https://doi.org/10.1002/ece3.4491
https://doi.org/10.1098/rsif.2005.0051
https://doi.org/10.1016/j.tree.2014.04.002
https://doi.org/10.1016/j.tree.2014.04.002
https://doi.org/10.1093/beheco/araa134
https://doi.org/10.1093/beheco/araa134
https://doi.org/10.18637/jss.v098.i08
https://doi.org/10.18637/jss.v098.i08
https://doi.org/10.1111/brv.12408
https://doi.org/10.1111/brv.12408
https://doi.org/10.1525/auk.2011.10117
https://doi.org/10.1038/s41598-023-29315-3
https://doi.org/10.1038/s41598-023-29315-3
https://doi.org/10.1073/pnas.0701159104
https://doi.org/10.1073/pnas.0701159104
https://doi.org/10.1098/rstb.2012.0356
https://doi.org/10.1098/rstb.2012.0356
https://doi.org/10.2307/1942443
https://doi.org/10.2307/1942443
https://doi.org/10.1016/j.yhbeh.2018.05.005
https://doi.org/10.1016/j.yhbeh.2018.05.005
https://doi.org/10.1111/j.1469-185X.2010.00141.x
https://doi.org/10.1098/rsos.230340
https://doi.org/10.1086/655216
https://doi.org/10.1086/655216
https://doi.org/10.1111/jeb.13703
https://doi.org/10.1016/j.biocon.2017.11.031
https://doi.org/10.1038/s41598-021-94608-4
https://doi.org/10.1098/rsif.2012.0223
https://doi.org/10.1098/rsif.2012.0223
https://doi.org/10.1007/s00265-015-1906-0
https://doi.org/10.1007/s00265-015-1906-0
https://doi.org/10.1038/s41396-021-00949-3
https://doi.org/10.1038/s41396-021-00949-3
https://doi.org/10.1007/s10336-008-0365-z
https://doi.org/10.1007/s10336-008-0365-z
https://doi.org/10.1093/beheco/arz151
https://doi.org/10.1093/beheco/arz151
https://doi.org/10.1111/jav.01055
https://doi.org/10.1098/rstb.2006.1994
https://doi.org/10.1098/rstb.2006.1994
https://doi.org/10.1098/rspb.2009.0681
https://doi.org/10.1098/rspb.2009.0681

Behavioral Ecology and Sociobiology (2025) 79:26

Page150f 15 26

disease ecology, epidemiology, and management. Bioscience
67:245-257. https://doi.org/10.1093/biosci/biw 175

Simons MJP, Winney I, Nakagawa S, Burke T, Schroeder J (2015)
Limited catching bias in a wild population of birds with near-
complete census information. Ecol Evol 5(16):3500-3506

Skinner M, Miller N (2020) Aggregation and social interaction in gar-
ter snakes (Thamnophis sirtalis sirtalis). Behav Ecol Sociobiol
74:51. https://doi.org/10.1007/s00265-020-2827-0

Sorato E, Gullett PR, Griffith SC, Russell AF (2012) Effects of preda-
tion risk on foraging behaviour and group size: adaptations in a
social cooperative species. Anim Behav 84(4):823-834

Stanton MA, Mann J (2012) Early social networks predict survival in
wild bottlenose dolphins. PLoS ONE 7:e47508. https://doi.org/
10.1371/journal.pone.0047508

Taff CC, Zimmer C, Vitousek MN (2019) Achromatic plumage bright-
ness predicts stress resilience and social interactions in tree swal-
lows (Tachycineta bicolor). Behav Ecol 30:733-745. https://doi.
org/10.1093/beheco/arz010

Tinbergen N (1953) Social behaviour in animals, 2nd edn. Hall,
Chapman

Tkaczynski PJ, Mielke A, Samuni L, Preis A, Wittig RM, Crockford
C (2020) Long-term repeatability in social behaviour suggests
stable social phenotypes in wild chimpanzees. R Soc Open Sci
7:200454. https://doi.org/10.1098/rs0s.200454

Téth Z, Bokony V, Lendvai AZ, Szab6 K, Pénzes Z, Liker A (2009)
‘Whom do the sparrows follow? The effect of kinship on social
preference in house sparrow flocks. 82(2):173-177

Voelkl B, Firth JA, Sheldon BC (2016) Nonlethal predator effects on
the turn-over of wild bird flocks. Sci Rep 6(1):1-10

Wascher CAF, Hillemann F, Canestrari D, Baglione V (2015) Carrion
crows learn to discriminate between calls of reliable and unreli-
able conspecifics. Anim Cogn 18:1181-1185. https://doi.org/10.
1007/s10071-015-0879-8

Webber QMR, Albery GF, Farine DR, Pinter-Wollman N, Sharma N,
Spiegel O, Vander Wal E, Manlove K (2023) Behavioural ecol-
ogy at the spatial-social interface. Biol Rev 98:868-886. https://
doi.org/10.1111/brv.12934

Wey T, Blumstein DT, Shen W, Jordan F (2008) Social network analy-
sis of animal behaviour: a promising tool for the study of social-
ity. Anim Behav 75:333-344. https://doi.org/10.1016/j.anbehav.
2007.06.020

Whitehead H, Dufault S (1999) Techniques for analyzing vertebrate
social structure using identified individuals. Adv Stud Behav
28:33-74

Whiteside MA, van Horik JO, Langley EJG, Beardsworth CE, Capstick
LA, Madden JR (2019) Patterns of association at feeder stations
for common pheasants released into the wild: sexual segregation
by space and time. Ibis 161:325-336. https://doi.org/10.1111/
ibi. 12632

Wice EW, Saltz JB (2021) Selection on heritable social network posi-
tions is context-dependent in drosophila melanogaster. Nat Com-
mun 12(1):3357

Winney IS, Schroeder J, Nakagawa S, Hsu Y-H, Simons MJP, Sanchez-
Téjar A, Mannarelli M-E, Burke T (2018) Heritability and social
brood effects on personality in juvenile and adult life-history
stages in a wild passerine. J Evol Biol 31:75-87. https://doi.org/
10.1111/jeb.13197

Youngblood M (2019) A raspberry Pi-based, RFID-equipped bird-
feeder for the remote monitoring of wild bird populations. Ring-
ing Migr 34:25-32. https://doi.org/10.1080/03078698.2019.
1759908

Zeus VM, Reusch C, Kerth G (2018) Long-term roosting data reveal
a unimodular social network in large fission-fusion society of
the colony-living Natterer’s bat (Myotis nattereri). Behav Ecol
Sociobiol 72:99. https://doi.org/10.1007/s00265-018-2516-4

Publisher’s Note Springer Nature remains neutral with regard to
jurisdictional claims in published maps and institutional affiliations.

@ Springer


https://doi.org/10.1093/biosci/biw175
https://doi.org/10.1007/s00265-020-2827-0
https://doi.org/10.1371/journal.pone.0047508
https://doi.org/10.1371/journal.pone.0047508
https://doi.org/10.1093/beheco/arz010
https://doi.org/10.1093/beheco/arz010
https://doi.org/10.1098/rsos.200454
https://doi.org/10.1007/s10071-015-0879-8
https://doi.org/10.1007/s10071-015-0879-8
https://doi.org/10.1111/brv.12934
https://doi.org/10.1111/brv.12934
https://doi.org/10.1016/j.anbehav.2007.06.020
https://doi.org/10.1016/j.anbehav.2007.06.020
https://doi.org/10.1111/ibi.12632
https://doi.org/10.1111/ibi.12632
https://doi.org/10.1111/jeb.13197
https://doi.org/10.1111/jeb.13197
https://doi.org/10.1080/03078698.2019.1759908
https://doi.org/10.1080/03078698.2019.1759908
https://doi.org/10.1007/s00265-018-2516-4

	Animal social networks are robust to changing association definitions
	Abstract
	Significance Statement
	Introduction
	Materials and methods
	Systems
	Social network construction using different association definitions
	Analysis 

	Results
	Discussion
	Acknowledgements 
	References


