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It has been argued that intensive livestock farming increases the
risk of pandemics of zoonotic origin because of long-distance
livestock movements, high livestock densities, poor animal
health and welfare, low disease resistance and low genetic
diversity. However, data on many of these factors are limited,
and analyses to date typically ignore how land use affects
emerging infectious disease (EID) risks, and how these risks
might vary across systems with different yields (production
per unit area). Extensive, lower yielding practices typically
involve larger livestock populations, poorer biosecurity, more
workers and more area under farming, resulting in different,
but not necessarily lower, EID risks than higher yielding
systems producing the same amount of food. To move this
discussion forward, we review the evidence for each of the
factors that potentially link livestock production practices to
EID risk. We explore how each factor might vary with yield
and consider how overall risks might differ across a mix of
production systems chosen to reflect in broad terms the current
livestock sector at a global level and in hypothetical low- and
high-yield systems matched by overall level of production. We
identify significant knowledge gaps for all potential risk
factors and argue these shortfalls in understanding mean we
cannot currently determine whether lower or higher yielding
systems would better limit the risk of future pandemics.
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1. Introduction

Most emerging viral pathogens have zoonotic origins [1]. Zoonotic pathogens are maintained in animal
reservoirs and occasionally overcome barriers to spill over and cause pandemics in humans [2]. Recent
outbreaks of influenza, SARS, Ebola virus disease and COVID-19 illustrate the devastating impact
these can have. The greatest number of zoonotic viruses of concern are found in those domesticated
animals which are increasing in abundance (such as pigs and cattle), and in those wild animal species
(particularly bats and primates) experiencing displacements and population reductions driven by
habitat loss [3].

The risks of emerging infectious diseases (EIDs) are escalating [1], and livestock production plays
three key roles in this rise. First, rapidly increasing global demand for animal products means that the
total livestock population is now higher than ever and still growing [4]. Livestock biomass now vastly
exceeds that of wild mammals and birds, and livestock hosts increasingly outnumber wildlife hosts
for pathogens they share [5]. Second, growing demand has in part been met with marked expansion
of ‘intensive’ production systems which now provide most of our animal products: 81% of chicken,
61% of pork and 86% of eggs [6]. These systems are reported to be driving EID emergence through
risky livestock movements like long-distance live transport, high livestock densities, poor animal
health and welfare, low disease resistance and low genetic diversity [7]. Third, escalating animal
product demand has also seen the dramatic expansion of land use for livestock and feed production
[8]. The resulting conversion and fragmentation of natural habitats means that we are farming in
places where livestock and people are intimately associated with demographically disrupted and
physiologically stressed populations of wild animals [2,9].

One approach proposed to reduce EID risks is to dramatically reduce meat consumption [10–12]. In
the extreme this could allow widespread restoration of natural habitats, increasing the health of wild
populations while also greatly reducing opportunities for transmission to livestock and people—hence
reducing the risks of disease emergence. However, given long-term trends in per capita wealth and
robust relationships between income and consumption of livestock products [13,14], reducing
livestock demand substantially is likely to be extremely challenging [15]. This means it is important to
determine how any non-zero demand for livestock products can be met at least cost in terms of EID
risks. Many argue this could be best achieved by the widespread adoption of less ‘intensive’
production practices [16–20]. While intensification is a poorly defined term, used to refer to many
different dimensions of system change, it is commonly linked to increased farm yields (production
per unit area). A reduction in production ‘intensity’ is therefore likely to reduce yield, and as a result
more land must be farmed to meet a given level of production [21]. This, in turn, could increase those
aspects of EID risk associated with the extent, condition and distribution of natural habitats [22].

The importance of production intensity can be illustrated by examining projections of future
agricultural land use. A recent study [23] found that a business-as-usual scenario (with no reduction
in animal product consumption and slight efficiency gains as projected by Bajželj et al. [24]) could
require an additional 12.5 million km2 of farmed land between 2009 and 2050. This is likely to come
at the expense of natural ecosystems [25]. If instead ‘intensive’ livestock systems were used, 31% less
land than the business-as-usual scenario would be needed by 2050 [23]. Further illustration comes
from regional case studies. For example, Brazilian beef production is expected to rise by
approximately 14% between 2000 and 2040 [26]. At current yields this could require approximately
140 000 km2 of additional cultivated pasture [26], while if production was switched entirely to less
intensive, lower yielding systems, this rises to 570 000 km2. However, by increasing pasture
productivity to 70% of its carrying capacity, future demand could actually be met on 360 000 km2

less land than in 2000, and if pasture yields could match those achieved in recent large-scale trials
[27] an even smaller area could be required. Thus, while lower and higher yielding approaches to
livestock production clearly differ in many ways that are consequential for the relative risks of EIDs
(see the two examples shown in figure 1), the land area they require will have profound
consequences for the likelihood of EID emergence. To determine how to minimize the likelihood of
future EIDs, we must thus understand the relative importance and sensitivity of both management-
and land use-related risks.

Here we assess the state of knowledge on this crucial topic. We identify those attributes or
consequences of livestock production systems that influence EID risk, and summarize, for each of
these factors, the evidence linking it to EID risk. We also explore what is known about how risks
might vary with yield. Importantly, we explicitly consider those factors linked to land use as well as
those linked to livestock management. This more holistic framing of the diversity of ways in which
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Figure 1. Contrasting beef systems in Brazil. (a) low-yielding pasture adjacent to rainforest and (b) a high-yielding feedlot system.
To understand the relative EID risks of each system, it is important to consider the risks associated with both livestock management
and land use. Photos reprinted with permission from Fábio Nascimento.
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farming may influence zoonosis emergence provides a powerful new perspective for evaluating the
overall EID risk of different approaches to meeting demand for livestock products.
:211573
2. Scope and approach
We define EIDs as pathogens whose incidence in human populations has increased within the past two
decades or may increase soon [28]. We focus on potential viral zoonotic EIDs that could infect the major
terrestrial livestock species groups (cattle, small ruminants, pigs and poultry), or be affected by their
production—for example, via livestock-driven habitat loss. We define EID risks in relation to the risk
of emergence in livestock and human populations [2]. We consider factors related to the likelihood of
spillover, take-off or the potential severity of their consequences. Ideally, we would use a standardized
empirical framework to quantify EID risk, but unfortunately there are too many data gaps in the
direction and magnitude of EID risks—which vary by system, pathogen and region. Our insights are
therefore generalized and not specific to any given system. Due to the size of the literature (e.g. a
Google Scholar search on ‘emerging infectious disease’ and ‘agriculture’ returned 271 000 highly
diverse papers in February 2022) and the broad focus of this study, it was beyond the scope of this
study to undertake a systematic review. Instead, a search of the literature was performed to identify
relevant primary and secondary literature, which was then selected subjectively. A list of literature
cited in §§4–8 is included in the electronic supplementary material, Appendix S1, with summaries of
the relevant conclusions and limitations of each paper. In identifying risk factors to focus on we were
informed by our own views, as authors of a recent review and solution scan of options for preventing
future zoonotic epidemics, conducted with a large group of multidisciplinary experts [29], and other
papers [10,18,19]. We focused on identifying risk factors that relate to fundamental principles in
transmission dynamics linked to livestock management practices and land use. We believe that EID
risk can only be meaningfully assessed by comparing contrasting livestock systems matched by level
of production, or using units of production as a denominator, for example, ‘risk per tonne of meat
produced’. Failing to do this makes it impossible to determine which system could realistically meet
any given level of demand with least EID risk. For this reason, we do not consider EID consequences
arising from changes in the overall level of livestock production, or in the relative proportion of
different livestock products, which are also likely to have important consequences for EID risk [22].
We also recognize the importance of bacterial and invertebrate-vector-transmitted zoonoses, and the
indirect effects of livestock production on wild meat, nutrition and human immunocompetence
[30,31], but for pragmatic reasons do not focus on these here. Climate change will impact livestock
systems and associated EID risks in ways that will vary by context and system type. This adds further
complexity, but again we do not focus on this here.

To develop a systematic overview of what we know and do not know about the lowest risk approach
to meeting livestock demand we need a means of classifying contrasting production systems. Traditional
management-based classifications—such as by housing type, by scale, by involvement in labelling
schemes or by the terms ‘intensive’ and ‘extensive’—often overlook variation in factors which may be
important determinants of EID risk. For example, most characterizations of ‘intensive’ or ‘extensive’
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systems do not consider the land used to grow feed, which may influence EID risk through its impacts

on extent, condition and distribution of natural habitats. To ensure we include risk factors associated
with both management and land use, we classify contrasting systems by their yield—their production
per unit area, including land used to produce feed and rear animals. Framing systems by yield has
helped shed light on other impacts of livestock and crop farming [32], with evidence from five
continents and more than 2500 species revealing that impacts on biodiversity and greenhouse gas
fluxes would be best limited by combining high-yield production with off-farm retention or
restoration of large tracts of intact habitat [33–39]. Livestock systems are highly contextual, with
substantial variation between livestock species, production type (e.g. meat versus dairy) and region.
What is classified as ‘high-yield’ production in one sector may be far lower yielding than ‘medium-
yield’ production in another. It is therefore important to ensure that comparisons are made between
comparable systems, rather than say, Brazilian commercial beef production and Southeast Asian
backyard poultry production. In livestock production, yields typically increase from backyard and
free-range systems with poor-quality diets, to free-range systems with improved diets, to semi-
confined and confined systems. High yields are often associated with ‘factory farms’ but this need not
be the case—as illustrated by the similarly high yields of some Brazilian silvopasture and feedlot beef
systems [32]. In this review, we attempt to harmonize management and yield-based classifications,
albeit roughly, framing our analysis in the context of yields but using examples characterized by
management type. When we use examples by management type we place these terms in quotations
and estimate the relative yields where possible.
1573
3. A heuristic for exploring how risk factors vary
The schematic diagram in figure 2 illustrates how key EID risk factors may play out for a mix of systems
chosen to broadly reflect the current global livestock sector. The main risk factors directly linked to
management practices (references below) are biosecurity, livestock movements, livestock population
size, livestock density, livestock health and welfare, disease resistance and genetic diversity. Factors
that impact EID risk through land use are the extent, condition and distribution of natural habitats,
ecotones (defined here as transition zones between natural habitats and anthropogenic land-covers)
and on-farm microhabitats where livestock and wild species that may harbour pathogens interact. We
take the scenario in figure 2 as a baseline, with the size or width of red bars, lines and arrows
describing the relative magnitude of risk factors and contact rates, set to reflect intermediate levels of
risk. The two panels in figure 3 show how EID risks might change if the same level of demand was
met using low-yield (figure 3a) or high-yield (figure 3b) livestock systems, with the relative sizes of
the red symbols in these two schematics representing how the scale of each EID risk might compare
with the baseline.
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Figure 2. Schematic diagram of the different EID risk factors associated with livestock production for a mix of production systems
chosen to broadly reflect the current livestock sector at a global level. Green areas represent natural habitat, grey areas represent
farmland and turquoise bands are the ecotones between them. Turquoise squares represent microhabitats. This scenario is used as a
baseline, with the size or width of red bars, lines and arrows (describing the approximate magnitude of risk factors and contact
rates) set to reflect intermediate levels of risk. ‘Natural habitat quality’, ‘health and welfare’, ‘disease resistance’, ‘genetic diversity’
and ‘biosecurity’ are negatively associated with relative EID risk, so relative EID risks are greater (and red bars, lines and arrows
larger) when these attributes are lower (e.g. when natural habitat quality, and health and welfare are poorer). The opposite is
the case for all other risk factors—so risks (and red symbols) are greater as, for example, ‘ecotone extent’, ‘human contact
with wild hosts’ and ‘population size’ increase.
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Figure 3. Schematic diagram of how different EID risk factors associated with livestock production might vary under contrasting
approaches to meeting the same level of livestock product demand as figure 2, which is taken as a baseline. The dashed grey lines
serve as a reminder of the relative EID risks of the figure 2 baseline. These two panels show how EID risks might change if instead
the same level of demand was met using low-yield (a) or high-yield systems (b). Relative EID risks are described by the size or
width of red bars, lines and arrows.
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In §§4 to 7, we examine each of these EID risk factors in turn. We evaluate the evidence for the link
between each risk factor and the risk of EID emergence, and consider how the risk might vary with yield.
In §8, we then return to figure 2 to consider, at the level of entire systems, what conclusions might be
drawn about how EID risks compare between higher and lower yield systems.
4. Biosecurity, livestock movements and their consequences for contacts
between livestock, people and wildlife

Biosecurity is defined as the set of measures put in place to prevent the spread of potentially harmful
biological substances and contaminants—in this case pathogens with the potential to cause EIDs.
Improved biosecurity reduces EID risk by minimizing and managing direct and indirect contacts between
livestock, people and wildlife [40–42]. These measures apply to everything that enters and leaves the farm
and include practices like disinfection, workers changing clothes and using personal protective equipment,
compulsory livestock and worker quarantines and minimizing the size of livestock groups [29]. In
addition to the risks of transmission within a farm, livestock movements to and from farms can present
opportunities for risky contacts and can play an important role in disease transmission [43]. For example,
the spread of the global live pig trade strongly predicts the spatial dissemination of swine influenza A [44].

Studies on biosecurity practices and EID risk typically focus on a few practices or systems and have
small sample sizes and restricted geographical range [45,46]. The limited evidence available reveals a
complex picture of how risks might vary. In general, ‘extensive’, ‘hobby’ and ‘free-range’ (typically
low-yield) systems have poorer farm biosecurity allowing a greater number of direct and indirect
contacts with wildlife [10,47,48] compared with indoor or ‘intensive’ systems [46,49–51]. Low-yield
(especially ‘backyard’) systems are also more likely to engage in specific high-risk, poor-biosecurity
practices, such as the feeding of untreated catering waste [52] and allowing interspecies mixing both
on and off farm [53,54]. In addition, low-yield systems have higher labour requirements [55] which
requires more dwellings spread across larger agricultural areas and hence higher rates of human–
livestock contact. Poultry systems described as both ‘industrial’ and ‘backyard’ played a role in the
2004 outbreak of highly pathogenic avian influenza (HPAI) in Thailand [56,57]. It is debated which
played a greater role in the outbreak: spillover in ‘backyard’ production due to poor biosecurity



royalsocietypublishing
6
permitting contact between wild and domesticated birds [56], or amplification and reassortment from

low to high pathogenicity in ‘industrial’ systems [57].
Large-scale production (which is typically high-yield) is associated with more and longer distance

livestock movements during trade and ‘free-range’ or ‘hobby’ systems with shorter movements
[12,46,58]. However, this is not consistently the case, as illustrated by the growing regionalization of
farms, slaughterhouses and processing plants, which is reducing transport distances in typically high-
yield systems [59], and the long-distance transport linked to some low-yield systems. For example,
beef from low-yield ranches in the Amazon is reaching European markets [60].
 .org/journal/rsos
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5. Livestock population size, livestock density and health and welfare
Livestock population size, density and health and welfare can all influence zoonosis spillover and
transmission. A larger livestock population—on individual farms and overall—presents a larger
potential host population with more opportunities for contact and transmission within and between
farms, which in turn can drive greater pathogen diversification. Population size and livestock density
can interact to have a synergistic effect on EID risk, as seen with bovine tuberculosis incidence [61]
and swine influenza persistence [62] increasing with herd size in the UK and The Netherlands,
respectively. Livestock density has two components: stocking density (the density of livestock within a
landscape) and farm density within a landscape—both of which are positively associated with higher
EID risks. For example, the risk of HPAI reassortment (and hence take-off in poultry, spillover and
take-off in people) was predicted by poultry and human population densities [63], and regions with
high densities of pigs had higher seroprevalence of swine influenza [64]. As stocking density increases
and transmission is more frequent, the cost of virulence to the pathogen declines [65]: high stocking
density thus allows more virulent pathogens to persist and take off [57,66]. However, this is not
universally true and evolution of virulence (or the reverse) is a disputed area, as evident from much
of the debate over the course of the COVID-19 pandemic. Interestingly, modelling of Marek’s disease
found that high chicken stocking density selected for less virulent strains [67]. High farm density
within a landscape is associated with an increased probability of inter-farm transmission and hence
take-off within the livestock population and spillover into people. Poor livestock health and welfare
can cause immunosuppression [68] and facilitate pathogen shedding and transmission [69], although
the mechanisms underlying this are poorly described.

These risk factors may vary with yield in several ways. Slower growth rates and smaller yields per
animal mean that low-yield systems require a larger livestock population to meet a given level of
production [70]. ‘Indoor’, ‘intensive’ and ‘industrial’ (typically high-yield) systems involve fewer
livestock and farms (for a given level of production) but are more likely to have larger populations
per farm, kept at higher stocking densities. Meadows et al. [71] found that stocking density could be
more important than farm density in driving outbreaks of foot and mouth disease in the US and
hence expressed concern about the EID risk of fewer, larger farms. However, it is important to note
that this analysis involved holding cattle population size (rather than level of production) constant
and so did not account for productivity differences which might have meant that large farms could
meet a given level of production with fewer livestock overall. In addition, this trend is not universal:
some low-yield systems such as ‘extensive’ ruminant ranches have very large herd sizes, and some
high-yield farms keep animals in small groups designed to minimize disease transmission. ‘Intensive’
systems and ‘factory farms’, which are typically high-yield, have been linked with relatively poor
livestock health and welfare [72], but the limited evidence for this comes largely from small-scale
studies of potentially unrepresentative systems [73] in part due to the challenges of conducting
research in commercial farms [74]. Indoor farms are often associated with high stocking densities and
relatively poorer health and welfare standards, including increased aggression, stress and injury
[75,76], though ‘extensive’ (typically low-yield) systems are associated with different welfare problems
[77,78] including increased neonatal mortality, parasitic burdens, thermal stress, predation, hunger and
thirst [48,79]. It is important to note that win-win for health and yield are possible via, for example,
reductions in mortality and improved animal health [80].
6. Disease resistance and genetic diversity
Disease resistance is defined as the ability to limit pathogen burden [81] and transmission. Disease
resistance is both innate and adaptive [82] and varies within and between breeds of livestock, for
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example, zebu are more resistant to tuberculosis than Holstein-Friesian cattle [83] and Haringhata black

chickens have better B-cell mediated immunity than other breeds [84]. The susceptibility of all breeds to a
novel EID is likely to be high and differences between breeds unpredictable, perhaps with the exception
of vector-borne and re-emerging diseases. For the latter, high levels of innate disease resistance or
immunity in a farm may confer resistance and potentially impede re-emergence. There is, however,
evidence that sometimes the opposite is true—partially immune populations can have longer and
larger outbreaks [16]. Livestock genetic diversity could have either positive or negative impacts on
EID risk. Pathogens may diversify more when exposed to a greater genetic diversity of host species
[85], but it is uncertain the extent to which this also applies to within-species genetic diversity. It is
plausible that high within-species diversity might also increase pathogen diversification and hence
EID risk. By contrast, livestock genetic diversity can also provide resilience to disease [86,87], but
again data supporting this largely relates to endemic diseases.

‘Intensive’ (typically high-yield) livestock production is associated with a narrowing genetic resource
base of highly productive breeds [88–90], whereas ‘backyard’ systems often have higher genetic diversity
and primitive breeds that are resistant to endemic infectious disease [58,91]. For example, low-yielding
N’Dama cattle native to West Africa are resistant to trypanosomiasis whereas other cattle breeds are
not [92]. It is important to note that ‘intensive’ systems now increasingly value a broader suite of
traits, and there is ongoing work identifying and introducing key resistance genes into high-yielding
breeds [92]. Low-yield, especially ‘backyard’, systems generally keep animals on the farm for longer
due to slower growth rates and smaller incentives to cull animals when productivity declines [58].
This may result in farmers both choosing and retaining animals that have greater genetic diversity,
potentially driving pathogen diversification while also conferring resistance to vector-transmitted or
re-emerging EIDs [57]. It is difficult to disentangle how these countervailing risk factors might play
out and hence the overall effect of livestock diversity on EID risk.
7. Natural habitats, ecotones and on-farm microhabitats and their
consequences for contacts between livestock, people and wildlife

Livestock rearing and feed production use 77% of agricultural land [4] equating to 39% of all habitable
land on Earth. Livestock production therefore greatly influences three key factors in determining the rates
and riskiness of contacts between livestock, people and wildlife: the extent, condition and distribution of
natural habitats, the extent of ecotones between natural and managed lands, and on-farm microhabitats

All three factors influence EID risks through similar mechanisms: by altering ecological dynamics [93]
to favour generalist species, which are more likely to host zoonoses [94], have higher rates of pathogen
shedding [95,96] and increased contact rates between wildlife, humans and livestock. However, studies
quantifying causal links between habitat change, physiological stress and pathogen shedding are rare
and limited in their spatial distribution and replication [95].

The expansion of land use for livestock production is a major driver of natural habitat loss with, for
example, pasture expansion for beef causing 41% of tropical deforestation between 2005 and 2013 [8].
Habitat loss and the accompanying fragmentation also increase the extent and distribution of
ecotones, defined here as transition zones between natural habitats and anthropogenic land-covers.
Theoretical modelling has shown that ecotone extent is positively correlated with interspecies contact
rates and pathogen sharing between wildlife and humans [9]. Ecotones are believed to have had a
role in the emergence of yellow fever, Nipah virus disease, influenza [97] and Ebola virus disease [98],
but causative evidence is lacking. Conversely, restoring natural habitats may reduce EID risk by
improving their extent, condition and distribution and reducing the extent of ecotones. For instance
Prist et al. [99] report that restoration of the Brazilian Atlantic Forest could reduce the abundance of
two reservoir host rodent species and hence the transmission of hantavirus cardiopulmonary
syndrome to people by approximately 45%. However, effects are likely to vary with agricultural and
ecological system—for instance restoration in some temperate biomes has been correlated with
increases in zoonotic disease [100].

Microhabitats (small-scale habitat features) on farms are also implicated in increased disease risk
[101,102] by attracting and providing resources for generalist host species, and thereby increasing their
contact with livestock and people. Microhabitats and habitat loss have together played a central role
in the spillover of Nipah virus into people in Bangladesh and pigs and subsequently people in
Malaysia [103,104], and Hendra virus into horses and subsequently people in Australia [97]. In the
case of Hendra virus, large-scale deforestation has removed key food resources and shifted Pteropus
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bat roosting and feeding sites into urban and agricultural areas. As a result, nutritionally stressed bats in
trees in farmed areas now exhibit increased viral shedding, resulting in a greater transmission risk of
Hendra from bats to nearby horses [105].

Higher yield livestock systems, by definition, have smaller land footprints for any given level of
production, hypothetically allowing for the greater retention and restoration of natural habitats [25].
By reducing both habitat loss and fragmentation and the extent of ecotones, higher yielding systems
thus have the potential to reduce wildlife–livestock–human interactions, and the prevalence of
ecological dynamics that promote EIDs. Livestock in such systems are also more likely to be housed
or kept in secure enclosures removed from natural habitats, further reducing interactions. Many
microhabitats such as ponds and stands of trees are also less likely to be retained in higher yielding
systems, again reducing wildlife–livestock interactions. However, these benefits are not guaranteed:
often specific market or policy mechanisms will be needed to actively link yield increases with habitat
conservation [39,106]. Data are also needed on the relative importance of specific microhabitats for
spillover: some microhabitats such as buildings and farm stores may be more prevalent in high-yield
operations and may support generalist species thought to be particularly important reservoirs of novel
pathogens [94,102].
pen
Sci.9:211573
8. Contrasting systems compared
We now return to the scenarios shown in figures 2 and 3 to explore how all of the risks just considered
might play out at landscape scale. The scenario in figure 2 is used as our baseline, which shows EID risks
from a mix of systems chosen to generally reflect our current global livestock sector. Figure 3 shows the
relative risks associated with low- (figure 3a) and high- (figure 3b) yield systems. Low-yield systems
require a larger livestock population and workforce spread across more farms. These farms frequently
have relatively poor biosecurity but may typically keep livestock with greater genetic diversity at
lower stocking densities. The consequences for disease resistance, health and welfare standards and
livestock movements are likely to be heterogeneous and context dependent. Due to lower yields, a
greater total area of land is required to produce a given amount of livestock product, reducing space
for natural habitats while increasing fragmentation and the extent of ecotones and microhabitats on
farms. This, in combination with a greater chance of livestock and farmers entering risky, poorly
regulated areas permitting interspecies contact increases the risk of spillover.

The relative EID risks for high-yield systems are strikingly different. Greater biosecurity and reduced
exposure to pathogen sources at ecotones and in on-farm microhabitats are all likely to lower risks of
spillover, relative to those in lower yielding systems. However, subsequent risks of take-off may be
higher due to greater stocking and farm densities, lower genetic diversity of livestock, and at least in
some cases poorer health and welfare. The relative merit of each system may therefore hinge on the
extent to which low-yield systems can overcome risks associated with spillover, and high-yield
systems can overcome risks associated with take-off.

In considering which system might carry least risk, there are two additional considerations. First, it is
important to note that an intermediate system, or a mixture of both systems, could present higher risks
all-round if poor biosecurity and long-distance live transport is combined with increased contact with
wildlife [10]. Second, it is essential to look beyond current systems to identify significant and feasible
improvements. Many of the main risk factors for higher yield systems could be more easily overcome
[41], for example, through technological innovations (e.g. biosecurity measures, such as the routine
isolation of groups within a farm regardless of disease status to reduce transmission opportunities and
take-off), aided by the greater capital investment and economies of scale in these systems. By contrast,
the key risks associated with lower yield systems, such as poor biosecurity, may be more fundamental
to those systems and therefore more difficult to overcome.

It is important to consider a broad array of outcomes of societal concern when deciding how to
reduce EID risk and not just those highlighted here. EIDs and mitigation interventions are likely to
have profound consequences for people, the environment, wildlife and livestock, and these are very
unlikely to provide uniform benefits. For example, within disease mitigation, it is plausible that
prevention of emerging disease risks may compete, at least in resource terms, with endemic disease
management. Beyond disease mitigation, the complete transition to high-yield systems (and
corresponding loss of low-yield systems) could have profound consequences for social equity, if
producers lacking the resources to invest in high-yield technologies are squeezed out of the market.
Such an impact would be particularly damaging in societies where subsistence livestock production
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provides an economic safety net, vital nutrition or important cultural values [107]. These concerns, as
well as EID risks, and broader considerations around environmental sustainability and food security
will be heavily context dependent, and decisions over which interventions to pursue will need to be
made at an appropriate level. One course of action to include concerns over EIDs into the broader
discourse over sustainable food systems would be to integrate them into ecosystem service
frameworks. This kind of framing would allow the mainstreaming of disease control into a holistic
understanding of optimal farming practices.

There are concerns that countries where livestock production is expected to increase most steeply may
be poorly placed to mitigate the risks of both higher and lower yielding approaches [7]. These limitations
could constrain their capacity to prevent and respond rapidly to EIDs. However, there is considerable
potential for improvements through investing in preventive practices, disease surveillance and
regulation targeting particularly risk-prone activities such as multi-species housing or long-distance
live transport. A key challenge for policy makers and researchers will be to identify logistically,
politically and economically feasible interventions with the greatest potential to reduce risks in
priority regions before diseases emerge. The costs of preventing a pandemic may be substantially less
than the economic and human health costs of responding to one [41]. We anticipate that effective
prevention will require resource transfers from high- to low- and middle-income countries.
Sci.9:211573
9. Conclusion and evidence gaps
Our overview of the limited evidence available suggests that calls to reduce ‘intensive’ livestock farming
practices to mitigate EID risk are premature and largely overlook two major issues. First, less ‘intensive’
systems are liable to be low-yielding. This means they require both a larger livestock population and
more land and hence greater habitat loss and degradation, increasing the risk of zoonotic EID
emergence. Second, there are considerable gaps in our understanding of many of the key factors that
influence the relative EID risk of contrasting livestock systems. In our view, the most pressing
unanswered questions include:

— What are the major entry and exit points for EIDs onto and off a farm? What biosecurity practices best
mitigate these?

— How can surveillance be best adapted to livestock systems to maximize early detection of potential
EIDs?

— How can we boost livestock health and welfare without compromising yields or biosecurity?
— What is the relationship between livestock genetic diversity and disease emergence?
— How does the density and pathogen burden of high-risk wild species vary across higher and lower

yielding production landscapes?
— What extent, distribution and condition of natural habitats is needed to reduce EID risks to acceptable

levels?
— Do the relative EID risks of higher versus lower yielding approaches to meeting demand change with

overall production—and if so, is there a level of production where the least bad approach switches?
— Perhaps most importantly, how do risk factors interact? How far does improvement in one mitigate

or enhance others?

These gaps should, we suggest, serve as a call to action. Contrary to some claims [16–20], we conclude
that we currently lack adequate information to reach a robust view of the relationship between
contrasting livestock systems and EID risk. Without further progress in filling the evidence gaps, we
have identified here we argue it is impossible to make valid comparisons of alternatives matched by
overall level of production and hence to draw defensible conclusions about which is likely to offer the
best route to mitigating EID risk. We are in danger of making decisions that are ineffective and even
counterproductive.
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