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METHODS 

Enzymatic treatment of tonsil sections:

Immunohistochemistry and immunofluorescence: 
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Reticular cell topology: 



supplementary table 1

in silico

Quantifying the spatial autocorrelation of fluorescence: 

Super-resolution imaging: 





Emulator development: 
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Multi-objective optimization: 

Preparation of recombinant Cxcl13:

CXCL13-processing by Cath-B:

Interaction of CXCL13 with glycosaminoglycans: 



Intracellular calcium mobilization:

CXCR5 internalization: 



Cell migration:

Quantifying lymph node cellularity: 



Real-time Quantitative PCR:

B cell in vivo homing assays:
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Code Availability: 

supplementary note 3

Data Availability: 
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Figure Legends 

Figure 1. The topological network properties of CXCL13+ follicular stromal cells.

Figure 2. Mapping CXCL13 spatial distribution through simulation analysis and 

multiobjective optimization. 
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Supplementary Figure 1

Figure 3. CXCL13 interactions with ECM components constrain mobility



Figure 4. Analyzing the spatial distribution of the immobile CXCL13 fraction

Figure 5. Cathepsin B mediated processing of CXCL13 



Figure 6. Cathepsin B deficient mice have abnormal follicle architecture 
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