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Figure 1

All samples received in HMDS for
investigation of monocytosis
July 2014-July 2016*
Initial Bone Peripheral
sample Marrow Blood
type n=162 n=121

Samples analysed by morphology, flow
cytometry and targeted sequencing

Subsequent bone No i
marrow received for No flna_l
diagnosis?* n=76 | diagnosis
Yes; n=45
v
Is the bone marrow biopsy
diagnostic by WHO 2008 criteria?
Diagnostic Non-diagnostic
n=142 n=65
Follow-up bone No No final
marrow received for > ,O ma.
diagnosis?* n=54 | diagnosis
Yes n=11

Final Diagnosis Is the bone marrow
diagnostic?

CMML 114

AML 11 Yes n=9

MPN 9 Final Diagnosis

MDS 4 CMML 6

MDS/MPN 3 MDS 1

Othert 1 Other 2




Gene

Figure 2

TET2~
SRSF2-
ASXL1-

NRAS -

RUNX1 -
DNMT3A - I
CBL-

KRAS -

SETBP1-
JAK2-

SF3B1-

o] I I LI
vt | | | | |

e | n i

ZRSR2- I I l

| I

I I I |

seorc| N N .

| TH
STAG2- I I I I

I I I

1IDH1 = I I I
MPL'I I I

. | |

CSF3R~ I
CALR-

STAT3-

Diagnostic Non-Diagnostic
100%
90%
80%
70%
60%
50%
40%
30%
20%
10%
0%

TET2
SRSF2
ASXL1

NRAS
RUNX1
CBL
DNMT3A
KRAS
JAK2
SETBP1
EZH2
SF3B1
NPM1
IDH2
TP53
U2AF1
ZRSR2
BCOR
FLT3
IDH1
KIT

MPL
WT1
CSF3R
STAG2
CALR
STAT3
No mutations

|":'“'"'IIIIII|
% of patients

j _—_%%m-%D""'l||||||

o o
2
n
<]
w |
S
» |
S
o
o

0 10 20 30 40 50

o /

e

Patients with no mutations



Figure 3
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Figure 4
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